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Upload and analyze ligand data sets
using algorithms to find bioactivity
data insights.
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® Ligands search for Tyrosine-protein kinase JAK2

Ligands Scaffolds  Pharmacology 15—%7-'__\155 @t}] D ;éi (p18\ p24)

2 3
284461-73-0 149647-78-9
Sorafenib Vorinostat
\
Metabolites: 4 Targets: 938 Metabolites: 10 Targets: 746 Metabolites: 11 Targets: 204
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tfRelevance -

Relevance

CAS RN: Ascending

| CAS RN: Descending

Number of Targets: Ascending
Number of Targets: Descending

Number of Metabolites: Ascending

Number of Metabolites: Descending
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Chemical Filters

ADME
Partition Coefficient (logP)
Solubility (logS)

Blood-Brain Barrier Permeability (logBB)

Permeability Glycoprotein (Pgp)
Polar Surface Area (PSA) (A2)
Plasma Protein Binding (PPB)

orr Rule of 5 Filter Preset pValue
This will automatically be applied. |C507§: t@;ﬁ‘l‘iﬁé@ﬁo)ﬂi&%
~ pValue o— EILBEMTRLIEDHD
1.00 14.00
O O Druglikeness
1 Ny o Hydrogen Bond Acceptors
Hydrogen Bond Donors
Freely Rotatable Bonds
Molecular Weight (g/mol)
v Druglikeness o— Molar Refractivity (m3/mol)
Number of Atoms

L@ - ADME
gﬁgjli:n@n;{;_eﬂ;aal Avallablllty —® . Commercial Availability
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Tyrosine-protein kinase JAK2

Tyrosine-protein kinase JAK1 Ta rget Type v Publication Year
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Non-receptor tyrosine-protein . = v Language

kinase TYK2 Disease

Epidermal growth factor receptor 5@%% I
vewdl Organism

Document Type

v Target Type EELF@E ;é*il'ﬁﬂxﬁ yp

_ Parameter R
v Disease INS X—4 (IC50. Ki %:) Publication Year
orgin Function RATE
v Parameter *?Eﬁ'é (lnhibitor\ Agonist %) Language

=5
« Function Experimental Type =B
EERDFELE (Invivo . In vitro %)
v Experiment Type o,'o’
Z:

eeeeeeeeeeeeeeeeeeeeeee




o] Z D sFHAIEE (1/5)

BEIBIRICRL—XICTIERATED

Monomethylauristatin E * Z :F v 7 T — } l/ l\‘\ /\0) 7 7 t X
View in CAS SciFinder (#1&15%R)

O I 2280 Rsa7 9 Retrosynthesis I % Knowledge Graph +; Predictive Analytics

few Associated Scaff
Summary Pharmacology ADME Toxicology _Proteins (13) Diseases (10) _Refited Immunof V€W Associated Scaffold B\ oop e pecabolites (1) Similar Ligands (10K)

%‘EIJ%@*E*%AE ( 34) View in CAS SciFinder " »
View in CAS SciFinder - EEL T CAS DRUG INTELLIGENCE &R T DERAIZ p13
A V4 ) oo = =1y = Monomethyl Auristatin E (MMAE) is an antimitotic agent which inhibits cell division by blocking the
& 2310 é "T' = 0) X rﬁk rﬁ %E polymerization of tubulin. Monomethy! Auristatin E is the synthetic analog of the antineoplastic natural
product Dolastatin 10, cannot be used as a drug itself. Monomethyl Auristatin E is commonly co.

UM E D RISER -

5 s STATUS Approval Status: Designated
i H Approval Authority: Other
N
2 Retrosynthesis E%ﬁiﬁg *ﬁ Approval Year: Unknown
Originator: Seattle Genetics
0

INDICATIONS Cancer
Modality: Primary
Highest Phase: Basic research

W

Source
Absolute stereochemistry shown
PRIMARY TARGET Tubulin
CasHg7NsO7 Function: Inhibitor
L-Valinamide, N-methyl-L-valyl-N-[(15,2R)-4-[(25)-2-[(1R,2R)-3-{[(1R,25)-2-hydroxy-1-methyl-2-phenylethylJamino}-1- Source
methoxy-2-methyl-3-oxopropyi]-1-pyrrolidinyl]-2-methoxy-1-{(15)-1-methylpropyl}-4-oxobutyl}-N-methyi-
Hbond acceptors®  H bond donors®  Molecular weight (g/mol)  Molar refractivity (m¥/mol)  Number of stoms  Freely rotatable bonds®  logP™ log5 logBB  Polarsurface area (A" Plasma protein binding  Permeability glycoprotein
12 4 717.98 198.4 51 20 3.822 -5.69 -0.85 149.54 82.96 1
* Calculated using Advanced Chemistry Development (ACD/Labs) Software (® 1994-2025 ACD/Labs) - .'
e . . . . -
*Knowledge Graph ( https://cas-biofinder.zendesk.com/hc/en-us/articles/23287951441037-Ligand-Detail-Overview) C B S 2:
Cd

o) X DS HEE T (2/5)
RTAZ T3 10 FELE

Monomethylauristatin E

CAS Registry Number: 474645-27-7

W 2.295 B 856 9 Retrosynthesis &8 Knowledge Graph +, Predictive Analytics

|Summary Pharmacology ADME Toxicology Proteins(13) Diseases(10) Related Immunotherapeutics (734) Chemical Space  Metabolites (11)  Similar Ligands (10K) |

« Summary: 2 (p15) + Related Immunotherapeutics : BhEd 2K EZE M (pl6)
« Pharmacology : RIEFH T —4& (p24) Chemical Space* : ZB L TWA U AHY RELULEYID

- ADME @ Z¥EhRE * YIRS X — R EBHR TRER
- Toxicology : M~ « Metabolites : {{E14

* Proteins : 0% > /XU & (p26) « Similar Ligands : ElOEEZFDOUH > B

+ Disease : %&£ (p30)

*https://cas-biofinder.zendesk.com/hc/en-us/articles/23287951441037-Ligand-Detail-Overview 50
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Monomethylauristatin E

CAS DRUG INTELLIGENCE
ERAHDERRTHIHEIC

EEmOBIEZ R

-]
CAS Registry Number: 474645-27-7
©2295 L85  DRetrosynthesis  SgKnowledgeGraph  4; Predictive Analytics |«
Summary Pharmacology ADME Toxicology Proteins(13) Diseases(10) Related Immunotherapeutics (734) Chemical Space  Metabolites (11) ~ Similar Ligands (10K)
B CAS DRUG INTELLIGENCE
HO,
5)
Monomethyl Auristatin E is commonly co.
STATUS
INDICATIONS
Absolute stereochemistry shown
PRIMARY TARGET
[

L-Valinamide, N-methyl--valyl-N-[(14
oxopropyll-1-pyrrolidinyl}-2-metho>

YIEE(LFRI/N S X —

-methoxy-2-methyl-3-

£

Monomethyl Auristatin E (MMAE) is an antimitotic agent which inhibits cell division by blocking the polymerization of tubulin.
Monomethyl Auristatin E is the synthetic analog of the antineoplastic natural product Dolastatin 10, cannot be used as a drug itself.

View More v

Approval Status: Designated
Approval Authority: Other
Approval Year: Unknown
Originator: Seattle Genetics

Cancer
Modality: Primary

Highest Phase: Basic research
Source

Tubulin
Function: Inhibitor
Source

15

Hbond acceptors*  H bond donors*  Molecular weight (g/mol)  Molar refractivity (m*mol) Number of atoms  Freely rotatable bonds*  logP* logs logBB Polar surface area (A%*  Plasma protein binding  Permeability glycoprotein|
12 4 717.98 198.45 51 20 3.822 -5.69 -0.85 149.54 82.96 1
© 2025 American Chemical Society. All rights reserved.
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Summary Pharmacology ADME  Toxicology

Adalimumab-Compound 69

Adalimumab

A1 ADC11

16 © 2025 American Chemical Society. All rights

Monomethylauristatin E

egistry Number: 474 7

ORewosynthesis M Knowledge Graph | 4 Predictive Analytics

Proteins (13) Diseases(10) Related Inmunotherapeutics (734)

Chemical Space

Antibody. Antigen. Payload

Therapeutic Target.
Drug-Antibody Ratio. Linker. Method

Metabolitef

Antibody
Antigen

Payload
Therapeutic Target
Drug-Antibody Ratio

Linker

Method

Adalimumab

Tumor necrosis factor (TNF)
Monomethyl auristatin €
Microtubule

354

Adalimumab-Compound 69 linker

Random conjugation through reduced inter-chain cysteines.

Antigen
Payload
Therapeutic Target

Drug-Antibody Ratio

Linker

reserved.

T
Trastuzumab

Receptor tyrosine-protein kinase eroB-2 (ERBE2)

Monomethyl auristatin €
Microtubule
2

WO02017089895A1_ADC11 linker
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Monomethylauristatin E

w2284 B 847 9 Retrosynthesis 8 Knowledge Graph +; Predictive Analytics
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v Document Type R1 R2
v Publication Year
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v Language
Return to top rd
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I Proteins: S,MI
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Ligands: 3,324
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Proteins: 1,447
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Sort: [Relevance |

3 Relevance
Number of Ligands: Ascending

Number of Ligands: Descending
O /Rz R o Number of Proteins: Ascending
N
< Number of Proteins: Descending

R7 R6

Ligands: 7,127 Proteins: 1,181

P11-12

RETDAF v T A—ILFIC
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Ligands: 6,706 Proteins: 1,237

19 © 2025 American Chemical Society. All rights reserved.
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Ligands: 2,582

Proteins: 1,013

Ligands: 3787 Proteins: 720
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Scaffold Summary
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sga . . » SA S N = — 7] VA A
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Select a Target for Matched Molecular Pairs Analysis (MMPA) X ! <> Ejﬁg'fﬁlﬁ % f;:gfj:R 'a_ 5
Protein kinase C - o o
36 Matched Molecular 15 Matched Molecular 15 Matched Molecular 15 Matched Molecular
I Target l 5%:'\& % J:tEs"z 'a— 6 Pairs Pairs Pairs Pairs
o Protein kinase C alpha type w N
Protein kinase C g - /7- 4 I\ % JQj:R _g- % N/\‘/“" N ‘”‘/\‘ ‘/'\
Protein kinase C theta type >i\/“j‘> /$ >f>‘*—/i 5 >f‘>“\/‘yfg ¥ h _ h
Y - Y ¢ — - \
Protein kinase C beta type o /\/\N j N\ "/\ ] /\/\N ju \ ,N’}'(/‘i \/‘\N p \ J
Protein kinase C delta type 1 % § L= o <}:§ I,
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L J
3
CAS*
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Matched Molecular Pairs Analysis (MMPA) (2/2)

&8 Matched Molecular Pairs Analysis for Protein kinase C alpha type
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Number of Measurements
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EEBERDE EMEIEIROA U > O— R (Excel FZR)

Applied Filters (1) pValue: 9.00t0 12.00 X X Clear all filters

Show Structures OFF
Ligand Target Gene Parameter pValue Value Function Assay Source
Staurosporine Tyrosine-protein kinase JAK2 (Protein) JAK2 1C50 9.97 1.08x10*  Inhibitor View Journal of Medicinal Chemistry (2020), 63(1),122-139
M
(9R.105,115,135)-2,3,10,11,12,13-Hexahydro-10-methoxy-9- TRAF2 and NCK-interacting protein kinase (Protein) - 1Cs0 9.00 <1x103 Inhibitor  View Journal of Medicinal Chemistry (2017), 60(4), 1247-1261
methyl-11-(methylamino)-... , ' UM ' ’
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Applied Filters (0) ¥ Show Filters
Ligand Parameter pvalue Value Function Organism Assay Source
-[2-[(34,5- i H- lol imidis Ul Inhibition >50% Inhibitor - View World Intellectual Property Organization, WO20050: A1 2005-09-01
benzeneacet..
3-(2-((34.5- i lol imidin-7-yl] €50 6.47 0.342uM Inhibitor - View World Intellectual Property Organization, WO20050 93 A1 2005-09-01
benzeneacet. [
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1&ZMH: Tyrosine-protein kinase JAK2

< Proteins search for Tyrosine-protein kinase JAK2

Proteins | Pharmacology | Pharmacology a 7 (p 24

4 Results Sort: Relevance ~ View: List ~
Protein Organism
1 JAK2 Tyrosine-protein kinase JAK2 Homo sapiens ® 24K A 271
2 JAK2 Tyrosine-protein kinase JAK2 - ® 23K A 421
3 Jak2 Tyrosine-protein kinase JAK2 Mus musculus ® 225 A 12

yrosine-protein kinase JAK2 Rattus norvegicus

BED ) A RIEHROER
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Summary

Summary I pharmam\og,yl Iugands ) wseasesmg)l Ipathwaysl Eg E O) / \ Z lj T /r ‘|‘ﬁ %E (p 29

Organism

Homo sapiens
a2
r—— DiE
bn-receptor Ine and growth factor signalling. The primary isoform of this protein has

Mus musculus main that is required for erythropoietin receptor association, an SH2 domain that binds STAT transcription factors, a pseudokinase
Rattus norvegicus [Jal tyrosine kinase domain. Cytokine binding induces autophosphorylation and activation of this kinase. This kinase then recruits
nal transducer and activator of transcription (STAT) proteins. Growth factors like TGF-beta 1 also induce phosphorylation and

} and translocation of downstream STAT proteins to the nucleus where they influence gene transcription. Mutations in this gene are
TS TEYET T O e  ous inflammatory diseases and malignancies. This gene is a downstream target of the pleiotropic cytokine IL6 that is produced by B

The structural basis of Janus Kinase 2 inhibition by a potent and specific pan-janus kinase inhibitor

unspecified

cells, T cells, dendritic cells and macrophages to produce an immune resp D! of the IL6/JAK2/STAT3 signalling pathways
produces increased cellular and neoplasms of stem cells. mutation in the pseudokinase
domain of this gene disrupts the domains inhibitory effect and results in tyrosine phosp! activity and to cytokine

signalling. This gene and the IL6/JAK2/STAT signalling pathway is a therapeutic target for the treatment of excessive inflammatory responses to viral
infections. Alternative splicing results in multiple transcript variants encoding distinct isoforms. [provided by RefSeq, Jul 2020]

Identifier Method Resolution Chain Positions Source
X-Ray 200A w8 240-1132 PDB
W1l X-Ray 260A AB 835-1132 PDB
2XA4 X-Ray 2.04A AB 835-1132 PDB
3E62 X-Ray 19224 A 839-1131 PDB
3663 X-Ray 1.9A A 839-1131 PDB
WA (|C| +||=||& 3664 X-Ray 1.8A A 839-1131 PDB
Pr‘o eln Da a Bank m D ’|\$$ 3FUP X-Ray 240A AB 840-1132 PDB
t t :ET 0) ﬁ E 3107 X-Ray 2.600A A 842-1132 PDB

American Chemical Society. All rights reserved. C AS

Adivision of the
American Chemical Society




Proteins Ds+HiHE[HE (2/2)

Summary Pharmacology Ligands (44K) Diseases (479) ~Pathways

Pathway Reaction Source
CAS SciFinder @ H 8215
PD-L1 activation pathway IKK-alpha{p}:IKK-beta{pS177HpS181}:(IKK-gamma)2:TRADD:TRAF2{ub{K63}(n)}:RIP{ub{K63} Trends in Biochemical Sciences (2005), 30(1), 1-4 A Cl FI naer X118
(nN)K377}:tab2:tab3:tab1:TAK1 > IKK-alpha{p}:IKK-beta{pS177}pS181}:(IKK-gamma)2 + /\0) U \/ 0
TRADD:TRAF2{Ub{K63}(n)}:RIP{Ub{KE3}(n)K377):tab2:tab3:tab1:TAK1

diacyl lipopeptide:TLR2:TLRE:GP4:
lipopeptide: TLR2:TLRE:GPA:TIRAP:

RAP:MyD88:IRAK-4{p}:IRAK-2{p}:IRAK-1{pT209} + ATP —> diacyl  Nature Immunology (2010, 11(5), 373-384
yD88:IRAK-4{p}:IRAK-2{p):IRAK-1{pT209HpT387} + ADP

EGF:

*(EGFR)2 + ATP --> EGF:(EGFR{pY})2 + ADP EMBO Journal (2000
Molecular Biology of

13),3159-3167
the Cell (2002), 13(7), 2547-2557

2 STAT3{pY705HpS727} <==> (STAT3{pY70SKpS727})2 Nature Reviews Cancer (2014),
Growth Factors (2018), 36(1-2), 1
Nucleic Acids Research (2024), 52(D1), D672-D678

SHP-2{pY304}{pY327} + Gab-1 + Grb-2 <==> SHP-2{pY304}{pY327}:Gab-1:Grb-2 Journal of Biological Chemistry (1

Dvl+

Nnt <==> Dvl:Fz + Wnt lournal of Cell Science (2002, 5(

diacyl lipopeptide:TLR2:TLR6:GP4 + TIRAP + MyD88 <==> diacyl Clinical Microbiology Reviews (2009), 22(2), 240-273
lipopeptide:TLR2:TLR6:GP4:TIRAP:MyD88

EGF-ECD:(EGFR-p170{pY1016}1{pY10921{pY1110HpY1172{pY1197})2:Grb-2:Sos1{pY}:Ras-C{farC} Journal of Cell Biology (2002), 156(1), 125-136
{metC}:GTP + p85:p110 <==> EGF-ECD:(EGFR-p170{pY1016}{pY1092-pY1110H{pY1172} &
{pY1197})2:Grb-2:5051{pY}:H-Ras:GTP:p85:p110 " "

()

S CAS =

A division of
American Chemical Society
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Diseases MDIRZRH5 R H

135 : Tyrosine-protein kinase JAK2

4~ Diseases search for Tyrosine-protein kinase JAK2

Diseases

473 Results

Disease

[o=]
&

Description

Adisease of cellular proliferation that is malignant and primary, characterized by
uncontrolled cellular proliferation, local cell invasion and metastasis.
fesults in progressive memory loss, impaired
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sonality and mood starting and leads in

advanced cases to a profound decline in cognitive and physical functioning and is
marked histologically by the degeneration of brain neurons especially in the cerebral
cortex and by the presence of neurofibrillary tangles and plaques containing beta-
amyloid.

ry lapses, confusion, emotional instability

3 Rheumatoid arthritis An arthritis that is an autoimmune disease which attacks healthy cells and tissue located

in joint.

4 Asthma Abronchial disease that is characterized by chronic inflammation and narrowing of the
airways, which is caused by a combination of environmental and genetic factors. The
disease has symptom recurring periods of wheezing (a whistling sound while breathing),
has symptom chest tightness, has symptom shortness of breath, has symptom mucus

production and has symptom coughing.

5 Diabetes melitus Aglucose metabolism disease that is characterized by chronic hyperglycaemia with
disturbances of carbohydrate, fat and protein metabolism resulting from defects in
insulin secretion, insulin action, or both.

6 Psoriasis Askin disease that is characterized by patches of thick red skin and silvery scales.

7 Parkinson's disease A that has material basis in degeneration of the central nervous system
that often impairs motor skills, speech, and other functions.

8  Inflammation Inflammation is a general symptom where there is a local response to cellular injury that
is marked by capillary dilatation, leukocytic infiltration, redness, heat, pain, swelling, and
often loss of function and that serves as a mechanism initiating the elimination of
noxious agents and of damaged tissue.
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Biomarkers

BRCA1 DNA repair associated, Neurotrophin 4, Autophagy related 16 like 1, Major
histocompatibility complex, class II, DP beta 1, KRAS proto-oncogene, GTPase, View All

Apolipoprotein €, Fibrinogen alpha chain, Islet amyloid polypeptide, APP (rs199862130)
polymorphism, Synuclein alpha, View All

TIMP metallopeptidase inhibitor 1, Solute carrier family 22 member 4, Tumor necrosis factor,
Matrix metallopeptidase 1, Protein kinase C theta, View All

Membrane spanning 4-domains A2, Transient receptor potential cation channel subfamily A
member 1, Adrenomedullin, Fc epsilon receptor la, CDKN2B-AS1 (rs7859362) polymorphism,
View All

MTHFR (rs1801133) polymorphism, Cytokine inducible Si
Insulin, Mechanistic target of rapamycin kinase, View All

Interleukin 1 beta, Insulin, C-C motif chemokine ligand 5, Acyl-CoA thioesterase 12, ADAM
metallopeptidase domain 10, View All

Synuclein alpha, Leucine rich repeat kinase 2, Ubiquitin C-terminal hydrolase L1,
Glucosylceramidase beta 1, Mechanistic target of rapamycin kinase, View All

Haptoglobin, Coagulation factor Il thrombin receptor, Immediate early response 3, POU class 2
homeobox 2, Myosin light chain 4, View All
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Relevance

Number of Ligands: Ascending
Number of Ligands: Descending
Number of Proteins: Ascending

Number of Proteins: Descending
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® 365K
$ 2952 ® 38K
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Cancer

Summary I Biomarkers l Ipharmacology ILigands(966K) Proteins (7,169) I

A disease of cellular proliferation that is malignant and primary, characterized by uncontrolled

cellular proliferation, local cell invasion and metastasis.
Synonyms

Adult solid tumor

Advanced and/or refractory solid tumors
Advanced cancer

Advanced malignant solid neoplasm
Advanced neoplasms

View More v
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External Links and Identifiers

MESH: D009369 [4
NCI: €9305 (4
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Cancer

Biomarkers

Summary Pharmacology Ligands (966K) Proteins (7,169)

Applied Filters (0)

Biomarker Gene Category Parameter Measurement

BRCA1 DNA repair associated BRCA1 Gene-disease association linked

with genetic variation

Association 0.3

score BRCA-1 had triple-negative and high-grade

tumors in the posterior part and in the upper-
outer quadrant (P < 0.01); positive-family-
history patients had intermediate-grade
neoplasms (P < 0.01) in the middle part (P =
0.04) and in the upper-outer quadrants (P =
0.05).

Neurotrophin 4 NTF4 Gene-disease association linked Association 0.1

with genetic variation score

Previous progress has indicated that nerve

CAS SciFinder @ HERIFFRAD ) > &

growth factor (NGF) and brain-derived
neurotrophic factor (BDNF), two NTF f3
members, may be involved in the proc|
tumor progression.

Autophagy related 16 like 1 ATG16L1  Gene-disease association linked ~Association 0.25

Y Show Filters

Organism  Assay

Human

Human

Human
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Source

European journal of
radiology (). 106()._150-159
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Oncology Letters (2018),
15M.a-5

View  Molecular Biology Reports
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Predictive Analytics (1/4)
A Y R OEED TR

Applied Filters (1)  pValue: 9.00 to 12.00 X X Clear all filters

7 of 17 Selected Sort: Relevance ~ 33 Get MMPA <+, Predictive Analytics l—»
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Metabolites: 4 Proteins: 938 Metabolites: 5 Proteins: 536 Metabolites: 5 Proteins: 351
o
]
CAS*
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Predictive Analytics @ Select Panel

’ CAS Full Pharmacology (Default) - l
Create New Set | Add to Existing Set |

CAS Full Pharmacology (Default)

this set
Name your set Select Color CAS Broad Safety Screen
I Predictive_Set_07_02_2025_1707 | . Light Blue ~ CAS Medium Safety Screen
l CAS Narrow Safety Screen
Select Panel
CAS Alzheimer's Disease Screen
I CAS Full Pharmacology (Default) v |—>
CAS Breast Cancer Screen
» CAS Colon Cancer Screen
17 selected ligands will be added to this set

Run analysis now?

Create = - : Would you like to run the analysis for "Predictive_Set_07_02_2025_1720"

now? You will be notified of the progress when the process is complete
as you continue to use CAS BioFinder.
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Predictive Analytics (3/4)

@ Ligands £ Scaffolds <« Proteins - Diseases @ History (189)  +; Predictive Sets (9)
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[Predictive_set 07 02 2025 1656 RITFERZRH<C — p.38 !

Create New Set

CAS Full Pharmacology (Defoult) - Complete CAS Full Pharmacology (Default) - Complete
- - Ligands: 17 Neighbors: 29 Targets: 325 Ligands: 100 Neighbors: 98 Targets: 336
Predictive Analytics Metabolites: 86 Metabolites: 468

Upload and analyze ligand
data sets using algorithms to prlated of 202 889, patedion A8 ine 2025 oes

find bioactivity data insights.

Predictive_Set_04_23_2025_0919 Predictive_Set_04_23 2025_1035

CAS Full Pharmacology (Defoult) - Complete CAS Full Pharmacology (Defoult) - Ready

Ligands: 70 Neighbors: 573 Targets: 189 Ligands: 70 Neighbors: - Targets: -
Metabolites: 297 Metabolites: 297
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Predictive Analytics (4/4)
4. Predictive Set 07 02_2025 1656
Ligands | Pharmacology ?’LEU@?E'I?HIE@EEEE*
Show Structures OFF
Ligand C Target C Known pAct  Predicted pAct C Confidence Method
2449215-18-1 Tyrosine-protein kinase JAK2 (Homo sapiens) 9.26 8.53 0.68 [ X ]
918327-50-1 Tyrosine-protein kinase JAK2 (Homo sapiens) - 8.48 0.68 [ X J
125035-83-8 Tyrosine-protein kinase JAK2 (Homo sapiens) - 8.47 0.6 (X )
2566600-13-1  Tyrosine-protein kinase JAK2 (Homo sapiens) - 8.46 0.62 o000
159404-45-2 Tyrosine-protein kinase JAK2 (Homo sapiens) - 8.41 0.57 (X ]
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