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CAS Registry Number

2128329-99-5

Unspecified

Nucleic Acid Sequence
Sequence Length: 115
34a,27c27g, 27t
modified
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Image Not Available

DNA (synthetic clone WO2017-140839 oligonucleotide) (ACI) ,f b?i}%ﬁgﬁ %
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~ Other Names and ldentifiers

1 Other Name for this Substance

1: PN: WO2017140839 SEQID: 2 claimed DNA

~

Sequence Details

Sequence: DNA; linear

Patent Annotations

Source: Not Given
Reference: WO2017140839, SEQID 2; claimed
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1 catgttcgat gaggcacgat agatgtacgc tttgacatac gctttgacaa
51 tacttgagca gtcggcagat ataggatgtt gcaagctccg tgagtceccac
101 aaaccaaaaa cctcg s = =
Sequence Modifications
Type Location Description
modified base cytidine-1 5'-phosphate
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Cyclo[3-(trans-4-aminocyclohexyl)-L-alanyl-L-threonyl-L-phenylalanyl-L-prolyl-L-tyrosyl-D-tryptophyl] (9C1, ACI) {t ?fl:% EEE-%
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Protein/Peptide Seque
Sequence Length: 6
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modified (modifications unspecified) EaglJE

% Related Sequences (3) .
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v~ Other Names and Identifiers

~ Sequence Details

Sequence: cyclic
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Sequence Modifications

Type

Location

stereo tryptophan-6

Patent Annotations ===
SRR
Source: Not Given

Reference: US6268342, SEQID 80; claimed

(H55FES SEHLE)

Source: Not Given
Reference: U520020042374, PAGE 10; claimed
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Searching for...

S All

B Reactions

Substances
Search by Substance Name, CAS RN, Patent Number, PubMed ID, AN, C|
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Molecular Formula ~ X

: C6H6 | (C8HBIX | C22H26CUN205.C2H3N

GABAA receptor GABRA1 (human brain)
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™ Supplier

o All

© Substances
B Reactions
& References

™ Suppliers

Searching for...

Substances
Search by Substance Name, CAS RN, Patent Number, PubMed ID, AN, C

CAS RN®
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Molecular Formula ~ X

1448554-62-8

Examples: C6H6 | (C8H8)x | C22H26CuN205.C2H3N

<+ Add Advanced Search Field Learn more about SciFinder” Advanced Search.
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Substances

Search by Substance Name, CAS RN, Patent Number, PubMed ID, AN, CAN, and/or DOI. Learn More

AAH30696 X (@) oraw n

GenBank AAH30696
GenBank AAH30696 (Translated from: GenBank BC030696)
GenBank AAH30196

GenBank AAH30196 (Translated from: GenBank BCO.

GenBank AAH30636 7'__ I\-U-§IX I\*%%ﬁgt“
RKIR=NSD “GenBank”
NEWBRFEDIBESTIERIRT D

GenBank AAH06960 (Translated from: GenBank BC006960)

GenBank AAH30636 (Translated from: GenBank B!
GenBank AAH00696
GenBank AAH00696 (Translated from: GenBank B

GenBank AAH06960
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CAS Name

L-Argininamide, N?-acetyl-L-
arginyl-3-(3,4-dihydro-5-methyl-2,
4-dioxo-1(2H)-pyri...

HN.
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Reactions (1)

Synthesize (1)

£ StartRetrosynthetic Analysis
J ’ ’ References (1)
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Absolute stereochemistry shown
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Structure Match

As Drawn (454) & References ~
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Substructure (171K)
1

similarity (5,807) 71-30-7

Analyze Structure Precision

Chemscape Analysis

N.
Visually explore structure similarity S

with a powerful new tool.
Learn more about Chemscape. CaHsN30
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References React]
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~ Substance Class
Organic/Inorganic Small
Molecule (163K)

Salt and Compound With
(5,185)

Coordination Compound

Incompletely Defined
Substance (220)

Polymer (126)
Mixture (110)
Radical lon (56)

Protein/Peptide Sequence (25)

Nucleic Acid Sequence (16)
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General Derivative (11)
Mineral (1)

View Fewer

Sort: Relevance v View: Partial ~
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(Subject)
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Alignment Identity %
(Sequence ldentity%)

AR
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(Alignment)
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cEDE —HURI-R (1)

EEEDfl
9 + 10 x 100 =90%

Query Identity %
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9 + 10 x 100 =90%

Subject Identity %
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9 + 11 x 100 =81.82%

Query Coverage %
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Subject Coverage %
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10 + 10 x 100 = 100%
10 + 11 x 100 =90.91%
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References (2)

1 2 3
X 479879-70-4 L3 176229-25-7 L3 2098448-41-8

CAS Registry Number N N

479879_70_4 Image Not Available Image Not Available Image Not Available
Unspecified Unspecified Unspecified
Gamma-aminobutyric acid (GABA) A GABAA receptor GABRA1 (human brain) GABAA receptor GABRA1 (human)

Imd recepter, alpha 1 (human dlone MGC: Protein/Peptide Sequence Protein/Peptide Sequence
q 26564 IMAGE:.. Sequence Length: 456 Sequence Length: 456

Protein/Peptide Sequence
Sequence Length: 456

Unspecified
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N N
Image Not Available Image Not Available Image Not Available
Unspecified Unspecified Unspecified
« Other Names and Identifiers GABAA receptor GABRA (human) GABAA receptor GABRA (human) Protein/Peptide Sequence
Protein/Peptide Sequence Protein/Peptide Sequence Sequence Length: 456
,A ’ c , Sequence Length: 456 Sequence Length: 456
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