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CAplus REGISTRY
4 N\
o
st = 5= sEs+= 00-AA-N
=I5 % =EI5R hee
P43 DFN
= - — | s
e L]

- ©0-AA-u (CAS RN®)
IEEZEMEZIFTE T DICHDEBDES

- EEM O S X% (HRblIEE

- —HYSEIE (HiHlEE
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r %B|l - CAS RN® )

BSTEDILEME (C DUV TR SN TULBRIGAEI(C
Zelansd

BEIER

= Dby

ik CAS RN®

] X /

IT 19001-99-4, 1 RNase |9003-98-9,| DNase
9068-38-6, | Reverse transcriptase
RL: BUU (Biological use, unclassified); CAT (Catalyst use); BIOL

(Biological study); USES (Uses)
(mol. engineering method for in vitro evolution of membrane protein)

9014-24-8,| RNA polymerase
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r =I5l - (LM S X% ;

D DIEEY T I —TERZCDVNTIRAR SN TLNS
BEaCREIETND

ERIER
Pk L&MW IS R%& (FiblEE

BN, //

IT |Pituitary hormones

RL: BSU (Biological study, unclassified); BUU (Biological use,
unclassified); BIOL (Biological study); USES (Uses)
(release, suppression, in SSTR2 agonist determination; improved
methods for identification of pharmaceutical compns. with broad-
spectrum chemokine inhibitor activity by determination of binding to
somatostatin receptors)
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r %BI6l - CAS O—JL&F+Z Niiiga

CAS RN® LS DS R &z e 9 DI

® CAS O—J)L
ILFEME DO AR TCOEE|ZzxRI 11— K

® X NEERA) S
RB|EE BN CHIAT B E o

f ]
CAS O-J)L
IT Pituitary hormones

RL: BSU (Biological study, unclassified); BUU (Biological use,
unclassified); BIOL®* Biological study); USES (Uses)

I

(release, suppression, in SSTR2 agonist determination; improved
methods for identification of pharmaceutical compns. with broad-
spectrum chemokine inhibitor activity by determination of binding
to somatostatin receptors)

FFZ NS
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ZEEDFRE| & XEMRFR

f R DRI 5 5

S (SR SRR (CBEHBERD EEE L TLND N
KO TR DIEANERD

Ao 153k 5o & Aol 153z S0 &

ULTWBZEK * U TUVR LSRR
{EEWISAE (§rEHlzE
EED CAS RN®

* EEDECHZEEH L TH D, ARICE D> TEERHFRENRWGS
o FENFEEER ¢ FTARMEN R UVBCHIIRDTREED CAS RN® (FZR5| LR,
o 5T FREDNRKTEIL —LASNTULNIE CAS RN @ (I35 3.
IL—ALASNTHSITHFRIEGRTINIE CAS RN @ (FZF5| LIk,

{EEWMISA% (FRHlEE
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R

11

=4

WO 2019117257 [FEKIE1)
R SpBfSNITEIRERIR (CEFEND. BERHINEIIES2, 21, 22, -
35~39, 42~150. 153~159. 161~269DL\F NN T/REIDmIiRNA, -

14 miRNA mir-130a 3p cagugcéauéuuaéaéggécau

CAplus/CA J71)LOL J— K @

IT

IT

MicroRNA-101
MicroRNA-130a-3p
MicroRNA-140-3p
MicroRNA-140-3p

MicroRNA-142-5p
MicroRNA-145

508245-15-6. Mi cyﬂ/N

RN 2355355-51-8 REGISTRY
CN MicroRNA mir-130a-3p (human)

SEQ 1 cagugcaaug uuaaaagggc au

354-00-4

**RELATED SEQUENCES AVAILABLE WITH SEQLINK**

2355355-51-8, MicroRNA mir-130a-3p (human)

© 2024 {LFIFERIS

r L3RS

12

’ \$E BAMRE R (CECHIDECEIR Lo
— = fi | N\ = -
W02021202459 [F53KIE 8) v Fz. BHIIRERH DT

8. The composition of any of claims 1 to 4, wherein the at least one
mMiRNA of (ii) is selected from the group consisting of miR-31-5p, - - -
miR- 18a-5p, miR-425-5p, miR-19a-3p, miR-126a-3p, miR-126a-5p,
miR-214-3p, miR-182-5p, miR-130a-3p, miR-10a-5p, - - -

CAplus/CA J7AJ)LOL -k @

IT

MicroRNA Let-7a
MicroRNA Let-7b
MicroRNA Let-7d
MicroRNA Let-7f-5p
MicroRNA Let-T/g
MicroRNA let-Te

MicroRNA-130a-3p

RL: THU (Therapeutic use); BIOL (Biological study); USES (Uses)
(compns. and methods relating to exosomes derived from human
dermal papilla cells)

BEE DR HIEE
CDL-O— RIC(I%EED CAS RN® (&
25N TLVRL
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f AL DX AR I

BEEDONEMRRZHFERN (C1TD(CE. O omA

Z1TD

@ REGISTRY J7 1)L cCHMNORE =R L. CAplus
dJ7AINATDORA—)\—ERT D

@ CAplus J7 )L CEEDFHIFERRZITD

Ao 153k 5o & Aol 153k 50 &

UTLWB3Ek * ULV LIk
@ KD CAS RN®
® (LAMISA% (FeHIE \

@ {EEMISAR% (#iblsE
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f BB DX EIRRDT

[@SRv]  JORA—) 1R

REGISTRY J7 1)L CAplus/CA J71JL

ST ::> CAS RN®
A 00-AA-m <3|

2INEE
DIRFR

®
DIRFR
@

CAplus/CA J7 1)L

HHEE - F—D— R FEZECRBI NS
[ DARZR ) I )\E
HEE TR |
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r %D CAS RN® I

REGISTRY J7-J)LOL - K

RN  1353911-36-0 REGISTRY
ED  Entered STN: 23 Jan 2012
CN  RNA, (G-U-C-C-A-G-U-U-U-U-C-C-C-A-G-G-A-A-U-C-C-C-U) (CA INDEX NAME)
OTHER NAMES:

CN 1: PN: US20120009601 SEQID: 1 claimed sequence

CN  microRNA-145 (human).\ P PTE
FS  NUCLEIC ACID SEQUENCE | owjmoizsrassrieL - 1

SQL 23

éEQ 1 guccaguuuu cccaggaauc ccu

++RELATED SEQUENCES AVAILABLE WITH SEQLINK** [HCamimn. Fio CAS RNG <
MF  Unspecified o | BESNELO— ROFETS

CI  MAN (SEQLINK EXACT OX> RT&HE®HD

LC STN Files:  CA, CAPLUS, TOXCENTER, USPATFULL

3 REFERENCES IN FILE CA (1907 TO DATE)
3 REFERENCES IN FILE CAPLUS (1907 TO DATE)

T N\ zocasre s

FB =N TS EREL

© 2024 {LFIFERIS

f @ CAS RN® THZE|ah3BEDEE I
AR5l SR BLHIBEEIR. L MBEHS
RTT S

(1)
CDELH & - @ TE(C—HT DO T IRZR
%O%bdxb > EPMIC—E29 BEH 18z

= pcnsERERS

AcylDE =% 100 BUF (CRTE => S L# AND SQL<=100

S 2)\TE (EHEHRSD) Zhkr<
g (BH)IBRED) (CRE

L# NOT PS/FS
L# AND NS/FS

> S
> S
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f BE  (LEMERRFEDRA >~ 17

® EXPAND Y>> RTUURDEHESE
R 9 D

o IRRTIT+—I)LK
- TEZVMEER (/CN)  ms—HsRwThe

(Bl)  => S ONPATTRO/CN

- BB RFMRZR (/BI EIZ(FT/RL) Bl 5 — BRI TRTT A
(fl)  => S MICRORNA-145?

- EPDEVMREZR (/CNS)  #is—H - RRI—5 - S5 —BiRREE
(Bl)  => S ?SIRAN/CNS

® [EFTHDAELFI N BDIZE(C(E SEQLINK EXACT
AN > RZEZEITIT D

© 2024 {LFIFERIS

V @ BHIETRII T3 EROBRE
® HHIEEDMERD - R (C (X CA Lexicon

[ CAplus/CA ]

HHIEE - F—0— MRR

Z=FRAITD
® /58 (BT) &F+—"D— ROBEHFENE TXS|
cNDIFEHEHD
- TF X MERBAAISRDEE(IHTH SN TULVIRWLE8D,
BRBZESH TIRERT D
IT  MicroRNA ]

RL: BSU (Biological study, unclassified); BIOL (Biological study) (I')
(hsa-miR-1297; COL3A1, COL5A1 and COL6A2 serve as potential mol.
biomarkers for osteoarthritis based on weighted gene co
—-expression network anal. bioinformatics anal.)

IT  MicroRNA
RL: BSU (Biological study, uncl
(hsa-miR-130a-5p;
potential mol. biomarker

L BEFTHRHEFELTFANIAGE
R—%REIPIZRESTHENTES

k:> S MICRORNA+PFT/CT (L) 130A

2024 ¥ iERGS




V HEEBRBROMRA > b

[ CAplus/CA ]

HHIEE - F—0— MRR

4 )
=> S #fdlFE/CT < RBIFEBDRER
=> S #RHIEE+PFT/CT < |BH#EHIEE T S HTIRER
=> S ¥HIZE+NT, PFT/CT < FMUIA. |HHIEE

\ = / E&)T *ﬁi j

® |HiFtHIEE (OLD) W NUdBFZRI— ~ +PFT &
DI TRRICEDD

® ~iiiE (NT) W' dZE. BERI— R +NT =
T TIHRZR I D EHEFEMEN OB

© 2024 {LFIFERIS

V CA Lexicon Z{#> J=isIsEDiE:R

#rhlEE (L CA Lexicon (fEHIEEDA > 51 2 EFE)
THER 9D

=> FILE CAPLUS

=> E RIBOZYME/CT — BlLroUEZEE /CT T EXPAND 98

E#x  FREQUENCY AT TERM

3 0 2 RIBOXIN/CT AT 12 BLEAS

E2 0 . TIBOXINEAT—| BIREBNTFIET D

E3 0 -> RIBOZYME/CT

E4 0 3 RIBOZYME CPEB3/CT

=> E E3+MAX — FEF L0V E BEBEIZ HMAX ZDIFT EXPAND 93

E1 0 —> Ribozyme/CT

E2 13789 USE Ribozymes/CT SEIZE (4 NEW £ (4

sokkkkkkkkk END sk mumlagid N =
\*;2 USE TERRE=NSD
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V CA Lexicon Z{#> J=isIsEDiE:R

E21
E22
E23

E24
E25
E26

E27
E28
E29
E30
E31
E32
E33

=> E E2+MAX

127757
126265
13789

— HHIZED E BFBEIZ HMAX F DI T EXPAND 73

BT2 Nucleic acids/CT
RNA/CT EXMJ—_J—}:

Ai75E — BT1

——> Ribozymes/CT
HNTE Valid heading during volume 116 (1992)

|B#EHIEE —

IFBSEEE >

HHlEEDBREARE]

to present.
OLD Ribonucleic acids (L) ribozymes/CT
OLD Ribozymes (L) ribosomal/CT
OLD rRNA (L) ribozymes/CT
UF  Catalytic\RNA/CT
UF HMmmImprﬁ%m&;jtgﬁé
UF  Hairpin ribozyn #5%I:E%{EF> TL\D
UF  MeSH ID: D0163377o1
UF  RNAzyme/CT
UF  Ribosomal ribozymes/CT
UF  Ribozyme/CT

© 2024 {LFIFERIS

V CA Lexicon Z{#> J=isIsEDiE:R

E34
E35
E36
E37
E38
E39
E40
E41
E42
E43

E44

1

0
1706
22
268
28]

25
121

(RSA R 21 OHE)

Ve

—

NTT
NTT
NTT
NTT
NTT
NTT
NT1
NT1
NT1
NT1

Aptazymes/CT BB U IoHtHlEE
Flexizyme/CT o TREIL TS

HDV ribozyme/CT
Hammerhead ribozymes/CT
Leadzymes/CT

M1 ribozymes/CT

RNase P ribozymes/CT
Ribozyme CPEB3/CT
Twister ribozymes/CT
Viral ribozymes/CT

BEfReE —

sokkskokskkokskk END  skokskokskskokskoksk

Structure-activity relationship (L)
ribozyme substrate/CT
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V CA Lexicon % {E- = #EIBEDIRTE

e |[H#tHIZE (OLD) W dFZSI(C(E. +PFT =
DHT@%?%

® ~iZE (NT) W' DIEE. +NT Z DT TR
9B EMENCHRETED

(RS 22 D E)
=> S E23 — HGE T DIEE
L1 13789 RIBOZYMES/CT

=> S E23+PFT — [ARBIE T ZDIIEFE
L2 13856 RIBOZYMES+PFT/CT (11 TERMS)

=> S E23+NT, PFT — TFliE & IARmlE T ED-12%E
L3 15894 RIBOZYMES+NT, PFT/CT (21 TERMS)

© 2024 {LFIFERIS

V S%E : CA Lexicon TERRch31—R

d—k AE d—Fk AFE
--> ATIEE UF IHBIEE
BT Ve USE 128
HNTE EXKRJU—J—bk |RTCS BELFMESR
KT F-J—RF5—-L |LT > D58

(FREIFEERH U (S 9 D2EhEE
NOTE 7E&0 OLD |BAEEE

(FTAGE(CEE =NIZEE
NT VES NEW  FiHHEE

([HAHEENSEE =NTZEE
RT BEE

CAplus/CA J71ILDBYU—>— .

« FERKR : CAS STNext 1—H'—~< a1 7)L >XEkEER - {LFBEHEDEF (CAplus)
https://www.jaici.or.jp/stn-ip-protection-suite/cas-stnext/documents/
WEEAR : https://www.cas.org/support/documentation/stn/database-summary-sheets
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’ &% : CA Lexicon OFEREFEI—F

d—kK &

ALL LT %Bx < 3 NTOBIf%:E (BT, SELF, HNTE, NOTE, UF,
USE, OLD, NEW, NT, RT, RTCS)

BT _H4i5E (BT, SELF, HNTE, NOTE)

KT F—7— R&—/ (SELF, KT)

MAX IR TCDOEFREE (BT, SELF, HNTE, NOTE, UF, USE, OLD,
NEW, NT, RT, RTCS, LT)

NT T{i7zE (SELF, NT, NOTE)

PFT 184535 - JEB4EEE (SELF, OLD, NEW, USE, UF)

HN EXKU—_J—k (HNTE)

RT B9;&:E (SELF, RT)

o HRICLESEFI—R o BREICLESEBFI—R
=> E E#+MAX/CT => E E#+NT/CT => S E#+PFT/CT
=> E E4+ALL/CT => E E#+NT1/CT => S E#+PFT_NT/CT

(E BESEF—LTHLLY

© 2024 {LFIFERIS

// BTG 1 : BEEICET 3R TR 26
MicroRNA-145 (CRA9 23Xtz AT I D

REGISTRY
MIcroRNA-145 &% — e |

BEHDEHIN S DHE(C(E
SEQLINK EXACT ONX> RZFEITID

CAplus
HORA—)\— 18 MicroRNA-145 (Z ﬁu‘é%(:ﬁﬁbt\ J:M.:ET@%}

B9 BiiHEERRZR MicroRNA &F—TJ— R%
HHAEDETRRBITD

]
il
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V BB DXXIMRTRDE & 8 I

® ZF&(E CAS RN® CifiilzE. FIz(FFiHIFED
THR5|IE=ND

® MHADIRZEDFER(C(E. FED 2 J\F—2 DIRFR
ZHAT D

- REGISTRY J7 1)L CEEZIRZE L. CAplus
J7M1IIADTOXA—)\—&RZE

- CAplus J 7 1)L CEEDMHIFEIRZR
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r 5> )\ BDFEI 5t I
5 B AEIC L TRE DA HERS

S WIIOHMR | e BEOHR

- N il s A A
EICEERPAILEY | =R
Ao BERZIFD
®
FICREERRLEY CASRN (LaMI52%
IV SO WIS = (FHlEE
— g (BRR) [EE AL Zx3FD CAS RN®
EXg (BB ZFT DIHE EFERVNSEN D D)
r B3 I\ IBOREIDEES S i

BE - BSlE @R | No (B - HAER
MELTVNS @& | = |[ARLTWD 4

@Yes ﬂYes
@ i =1 ) @ BB EHRZE S EK7R0)
CAS RN® Tzx%5| CAS RN® Tzx5|
NLE>

@ {EEMoIS R4
(FRHIFE) CTHR3| N zcmmomies ]

L LS5 > )8

@ —AgBIR (BRR) EFEm
CAS RN® T%5|
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V s - BSIEMELTVS e (F 2

® 7= _JEERCHIZIRE LT |

® 7= JEEFeH| D~ UEEH LI !
o RTF RzZEERKULIE !

® S UTERTF RITGEEMND DI !

@ | BRFIEHRESD
CAS RN® Tx5|
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V BE A I)I\DEDINEFEE A (REGISTRY T 71 Jb)32

® JEHRFETSCER
- FTRMECES 9 DL

® 45T A
- 2014 & 5 REAB#(ZE. FBKIES KUEMMAIFPD
saK1A (CRE U T EFE R ECS
(2014 £ 4 AL EIDUEK(IC DWW TIFFEREEN
DI, p.3 DINREEZSHR)
- 2002 FFLARF(EF D e <E—DEHI T EHIEFES
CEICHIDLO— REUTEFRESNDIZEN DD
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’ @ s - FSIEFHZE LTS L

R

JP 2012085555 [55KIE 6]

ALFIRDEIIES 2 [CIDIFEESNDIMMP75 > I\OED 7 = ) BERCHIDEES
FEFZO—BEEI D EZRHEETD NITILRAT« TAW AR A
/—I_QIJ/\Oja: Hv_jj_o

fic%]Z2 Met Arg Leu Thr Val Leu Cys Ala Val Cys Leu Leu Pro Gly Ser---

CAplus/CA 71 )LDL-J— K @

IT [1373983-34-6, Matrilysin (human gene MMP7)
RL: ANT (Analyte); BSU (Biological study, unclassified):;
DGN (Diagnostic use); PRP (Properties); ANST (Analytical
study) ; BIOL (Biological study);USES (Uses)
(amino acid sequence; MMP7 gene or MMP7 gene-encoded
protein as triple-neg. breast cancer detection marker)

© 2024 {LFIFERIS

r A25I15$8% = CAS RN® Y

REGISTRY J7J)LOL -

RN 1373983-34-6 REGISTRY

CN Matrilysin (human gene MMP7) (CA INDEX NAME)

OTHER NAMES:

CN 2: PN: JP2012085555 SEQID: 2 claimed protein

FS  PROTEIN SEQUENCE e | Z7-1ILTZIX> b (/FS)

bSaL 267 PROTEIN SEQUENCE

SEQ 1 MRLTVLCAVC LLPGSLALPL PQEAGGMSEL QWEQAQDYLK RFYLYDSETK

[E?%fé(SEQ) 51 NANSLEAKLK EMQKFFGLPI TGMLNSRVIE IMQKPRCGVP DVAEYSLFPN
101 SPKWTSKVVT YRIVSYTRDL PHITVDRLVS KALNMWGKEI PLHFRKVVWG ---

#xRELATED SEQUENCES AVAILABLE WITH SEQLINKs#x
MF  Unspecified
Gl WAN WBE - BSIEMEL CL\D

MER(C, BcHBHEST
I REFERENCES IN FILE CA (1907 TO DATE) | c'on @ o mmm o =

1 REFERENCES IN FILE CAPLUS (1907 TO DAT

s REGISTRY W REGISTRY REGISTRY
WGHIEES o7 pssmiazz ll cvnmaisies
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V D DELESH -

® 5> )\ JBDIEE « BLHICDWLWTIAZTE L TLYD
YA TlE. EeFBERZ ST CAS RN® hixR5|
“50

® REGISTRY J7 AL CHYIRFRE. LESZ
CAplus/CA J7A)LICOORA—)\—U. @k
ZIRZRT Do

© 2024 {LFIFERIS

V @)= - EEEETRLTVSXHE (3 ?

® ~(XCAIMEE - FIEFEMEND O !
o ~DE= - /FH - HEEZFER LT |
o ~DFIE - JRIBZIAFTUIC |

@ | BoAlERZ =780
CAS RN® TX5|

F(CEESRTD
NILE>
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’ QA 37

Q. 33 CASRN® moiRXRULEES. Ev hUTZ
MEkhV oz, I ?

(1) RN  12650-88-3 REGISTRY
SIUVF—AICET S CN Lysozyme (chicken egg white)
#R37z. 55D CAS RN® | Eq 1 KVFGRCELAA AMKRHGLDNY ---
ZRAWTITO IS, :

A. VIF—LDEE - BEEZ AT L TULVD A
(C(E. BlID CAS RN® WZRZ|=NDIMN5 T,

© 2024 {LFIFERIS

EERDH

V @ @ - HWEEETAZE L TU\S TR

f

[

JP2007126409 [F5KIE9]

HEDEBERASPEVY F—L, ROFF—E, TJOF7—E. ROVILFE
U7 -5 EN5EEINSD 1 BRI 2 BU L DOHMEDAREEZR T DiEKIE 8
(CECBDEAARER.

CAplus/CA Jr7 1)Ll J— K @
1T

-1 9001-63-2, Lysozyme| 9024-15-1, Alginate lyase
903Z-75-T, Pectinase
RL: COS (Cosmetic use); THU (Therapeutic use); BIOL (Biological
study) ; USES (Uses)
(dental calculus solubilizers containing lactic acid, and
optionally, acids, inorg. metal salts, bacteriolytic enzymes,
and/or surfactants for humans and mammals)
IT 9001-92-7, Proteinase
RL: COS (Cosmetic use); THU (Therapeutic use); BIOL (Biological
study) ; USES (Uses)
(protease; dental calculus solubilizers containing lactic acid, -
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’ %8| (CfEHN3 CAS RN® -

REGISTRY J7-J)LOL -k

RN 9001-63-2 REGISTRY

CN Lysozyme (CA INDEX NAME) UV F— LADENE - #EE
%HER/J[\IAI%IIEE:N T » LU TCTWBIZS(E. B25

~1.a-N, 6-0- iacetyImuramidase BERAESELL CAS RN®
QN B -1, 4-N-Acety|muramidase E%E[F3

CN EC 3.2.1.17 o [m=&Es
: /CN TRETES
MF  Unspecified

CI ~ COM, MAN
LC STN Files:  ADISNEWS, ANABSTR, BIOSIS, BIOTEGHNO, CA, CABA---

s STRUCTURE DIAGRAM 1S NOT AVAILABLE sk o—| HEIEENIL |

/32851 REFERENCES IN FILE CA (1907 TO DATE)
1345 REFERENGES TO NON-SPECIFIC DERIVATIVES IN FILE CA
33100 REFERENCES IN FILE CAPLUS (1907 TO DATE) \

T ST\ B TR sk USE " SQD' OR " SQIDE' FORMATS TO DISPLAY SEQUENGE sk
ERTREND

-
FIFTT a1 [

REGISTRY REGISTRY
BIBIEIRR CAS RN®&RZR

© 2024 {LFIFERIS

r £2 : fFIIEHESD CAS RN

REGISTRY J7-J)LOL -k

RN  12650-88-3 REGISTRY
CN Lysozyme (chicken egg white) (CA INDEX NAME)

§3L ﬁ’ingTEIN SEQUENCE X [Tysozyme 2. ammom®s
: SEnELa— Kk

SEQ 1 KVFGRCELAA AMKRHGLDNY RGYSLGNWVC AAKFESNFNT
QATNRNTDGS TDYGILQINS RWWCNDGRTP GSRNLCNIPC
SALLSSDITA SVNCAKKIVS DGDGMNAWVA WRNRCKGTDV

QAWIRGCRL — e
R UEFIZN. Bl CAS RN® T

e :
BEFENZL - RIVFEET D
*xRELATED SEQUENCES AVAILABLE WITH SEQLINK** (SEQLINK EXACT 19 RT3
MF  Unspecified

ZENTED)
Cl MAN
LC STN Files:  BIOSIS, CA, CAPLUS, CHEMCATS, CHEMLIST, CIN...

29 REFERENCES IN FILE CA (1907 TO DATE)
2 REFERENCES TO NON-SPECIFIC DERIVATIVES IN FILE CA
29 REFERENCES IN FILE CAPLUS (1907 TO DATE)

Z @ CAS RN® fi¥
FRB| SN TS XHRER
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V @ @ - HWEEETAZE L TUVS TR

RTF RRILEZ DB

R

W02003039535 [FEKkIE 1]

A method for preventing or reducing the symptoms of insulin resistance in
a person, the method comprising: identifying a person suffering from or at
risk for suffering from the symptoms; and administering a composition
comprising an effective amount of niacin- bound chromium that, when
administered to the person, alleviates the symptoms.

(E DA AU ARRIEDIEIRZ T dNEL(FME T =B DB ETHD T )

CAplus/CA 71 I)LDOL J— K @

IT  Human
(niacin-bound chromium for preventing or reducing symptoms of
insulin resistance syndrome)

IT | 9004-10-8, Insulin,|biological studies
RL: BSU (Biological study, unclassified); BIOL (Biological study)
(niacin-bound chromium for preventing or reducing symptoms of
insulin resistance syndrome)

© 2024 {LFIFERIS

r %8| (CfEHN3 CAS RN® )

REGISTRY J7-J)LOL -k

RN 9004-10-8 REGISTRY

Insulin (CA INDEX NAME) A AV OBE - #HEE
%HERDNAMES: B L TWBIEAE. B

ecurvon 1BEkZE S FE/RL) CAS RN®
(_JN Dermulin #22T3

MF Unspecified
QI PMS, COM, MAN

LC STN Files:  ADISNEWS, ANABSTR, BIOSIS, BIOTECHNO, CA, CABA---
sk STRUCTURE DIAGRAM IS NOT AVAILABLE stk o—{ MERHN L |

“182967 REFERENCES IN FILE CA (1907 TO DATE)
2678 REFERENCES TO NON-SPECIFIC DERIVATIVES IN FILE CA
184791 REFERENCES IN FILE CAPLUS (1907 TO DATE) \
=0 CAS RNE ¢ EeHERN HNIE. IDE RARFERIRETRRUIZHFC

B =N TSR wkx USE 'SQD" OR 'SQIDE" FORMATS TO DISPLAY SEQUENGE st
ERRSND

REGISTRY INSEISIING
BATEIEIRER CAS RN®#&RZ

IS
FIFARTRE7RRSR ag{;u\ﬁi‘m;%

© 2024 {LFIFERIS




’ 22 : MHIEHRESD CAS RN®

REGISTRY J7-)LOL d— K

RN  11061-68-0 REGISTRY
CN  Insulin (human) (CA INDEX NAME)

FS  PROTEIN SEQUENCE | Lorjn /T SRS

SQL 51, 30, 21

SEQ 1 FVNQHLCGSH LVEALYLVCG ERGFFYTPKT e—{ a1 (SEQ) |

SEQ 1 GIVEQCCTSI CSLYQLENYC N
o« | B UEFIZM. Bld CAS RN® T
*xRELATED SEQUENCES AVAILABLE WITH SEQLINK#x* BFENEL O— RAFET S

MF G257 H383 N65 0/7 S6 (SEQLINK EXACT OV > RTESHS
(S;FI{ 82M MAN TENTES)

LC  STN Files:  ADISINSIGHT, ADISNEWS, ANABSTR, BIOSIS, BIOTECHNO, CA,

1665 REFERENGES IN FILE GA (1907 TO DATE)
211 REFERENCES TO NON-SPECIFIC DERIVATIVES IN FILE CA
1674 REFERENCES IN FILE CAPLUS (1907 TO DATE)

SO CASRN® 7 ERDASRIS % ENDSESATE, S - 5%
FEISNCVSKER | oo ey TRIFNIE. T CAS RN® %ZE| LA

© 2024 {LFIFERIS

r @ DEESD .

@ 5> )\UBDEE - BEEICDWLWTHHTRL TLD
XEAC(E, BEeHFIRZSEF/RLY CAS RN® Y
Rel=Nnd, T

F(CEERY®
RILE>

® fLFRZRT(IEwW MUIRLNDT REGISTRY
7 AL TIEFNEAIZIRFRR., L BSZ
CAplus/CA J71)LICcoOXA—)\—U.
NHAZIRZR T D,

© 2024 {LFIFERIS




V @B - EEEELTVS & ? )

o ~ (I ARMEE - EIEEFEEN D DI !
o ~DE= - /FH - HEEZFHER LT |
o ~DFIE - JRIBZAFTUIC |

B[ LEMTS %
(#HIEE) TZ5|

F(CERDRNILES
S5 > INOE

© 2024 {LFIFERIS

-/ QA )

Q. REGISTRY J7AILT. DI I\IEZR
LIZWHY @ DXDRREEENTRUN,
BEA Bk SOEIRIEHDEIDTIN -

(f51) RN 399599-14-5 REGISTRY _
HA N ICET S CN  cytokine (mouse antigen CD30 |igand)
Bz LTz, SEQ 1 MEPGLQQAGS CGAPSPDPAM

A. CAplus/CA J71JLT. F>)\DBDHHIE
MIRVWMEERLE L & Do

© 2024 {LFIFERIS




V ® @ - WEEETAZE LT UL\

R

JP 2013226142 [FEKIE 2]

RUROLAF RTHo T YR XILAF RETOE—I—DFRICEA
LTS MFILR - AP+ (ATCC334) TR ELIES. M%S50 MNIFILX
. A (ATCC334) (LB TIOT 7 — SR HEBLUMEIIN 5D TNF-a.
IL-6, IL-10 RO} IL-12 D'SERENZ YA M1 > OEERIE TS, KURS
LAF R,

CAplus/CA J71I)LDL J— K @

IT |Cytokines

InterTeukin 10

Interleukin 12

Interleukin 6

Tumor necrosis factor «

RL: BSU (Biological study, unclassified); BIOL (Biological study)
(application of Lactobacillus casei strain expressing genes
involved in biosyntheses of polysaccharides—peptideglycans that
regulate cytokine productions in immune cells)

© 2024 {LFIFERIS

r =B (CiEDhN 3 HiHEE )

CAplus T 71 ILD#HIZEDEEE (CA Lexicon) & /ER

CA Lexicon @
: J BT (Ao
E44 1774623 BT3 Proteins/CT y
E45 2518 BT2 Secreted proteins/CT ————
E46 38 BT1 Proteinaceous horw EEMISRMEE (FilaR) |
ea7 (97172 ~—> Gytokines /CT
HNTE Valid heading duping volume 126 (1997)
to present.
E48 @ OLD Lymphokines and Cytokines/CT
E49 UF Cytokine/CT
E50 UF Cytokines and |ymphokines/CT
E51 0 NT1 Activin/CT
V
CDfRHIFEE TERE|
TN TUVDXHER

HA B+ (& CAS RN® THE5lENT. MHFEECREI=ND. BUFFFHIF
D IL (> —0O1F>) > TNF-a (BBEFERF 7L T 7) CREEk

CAplus/CA
FIFARIEE/MRER | #5HlEE - =— D — R

© 2024 {LFIFERIS




f =B ([CiEDhN 3 HEIEDH I

CA Lexicon 0)
Proteins (# > /\J &) 10\ (St

- Receptors (ZA4K) _
- Estrogen receptors (TR FAHFVZRIK)
- Integrins (4 >F745) )

- Antibodies and Immunoglobulins (AR UGRESI DT )
— Immunoglobulin G (E4H 0T > G)
- Monoclonal antibodies (E&./ % -4 /LK)

- Albumins (ZJLTSYV)
- Ovalbumin (FHR7ILT V)
- Lactalbumins (52 F7ILT )

- Glycoproteins ($E4 > /N0 &)
- Gelatins (€5 F>)

- Integrins (A >T45 1) NS0T )IBEDEE -
- Cytokines (4 FAA ) ik VNS ES
- Interferons (/1 >2—27xAOY) MHlEE TRSIEND
- Interleukins (£ A2 —0OA4 F)
— Tumor necrosis factor (HEF;%tEEEI?) BT OREEDHET

© 2024 {LFIFERIS

’ £2 : fFIIEHESD CAS RN

REGISTRY J7-J)LOL - K

RN  399599-14-5 REGISTRY
CN cytokine (mouse antigen CD30 ligand) (9CI) (CA INDEX NAME)

OTHER NAMES: — — =
CN 4° PN W0021176.7\ cytokine 1Z2hY, EFEDIBRS

FS  PROTEIN SEQUENCE L===b=—F
SQL 239 25l (SEQ)
SEQ 1 MEPGLQQAGS CGAPSPDPAM QVQPGSVASP WRSTRPWRST SRSYFYLSTT

51 ALVCLVVAVA TILVLVVQKK DSTPNTTEKA PLKGGNCSED LFCTLKSTPS
101 KKSWAYLQVS KHLNNTKLSW NEDGTIHGLI YQDGNLIVQF PGLYFIVCQL ---

HRELATED SEQUENCES AVAILABLE WITH SEQLINKie™ Bty I SRS RN C

Unspecified (SEQLINK EXACT OV > RTEHS
g|lq MN TENTEB)

LC  STN Files:  CA, GAPLUS, TOXGENTER, USPAT2, USPATFULL

1 REFERENGES IN FILE CA (1907 TO DATE)
1 REFERENCES IN FILE CAPLUS (1907 TO DATE)

1BIE - B ZR L CLBXERIC, BohlB#a =0 CAS RN® Z3%519 3.
(© 21R)

© 2024 {LFIFERIS




V ® DELESH .

® T (CERVNILELUNDIZINTDBEDBE -
PEAEIC DUWVTHAFTE U CTWLD SRR (C (&, #idlEER
R5lensd.

CAS RN®
T(FEx<

® fig%1&R3R > CAS RN®HRZRTIIEW M ULIRLY,
CAplus/CA J 7 1)L CiiHlzEY»>F+—"T— T
WNHENZARZR T B,

© 2024 {LFIFERIS

V @ —MBNRERR%E B =i

® EEM CHEmBN HDEE MR (BER)
> )\OE(L CAS RN® ZBID3EDH DD,

@ | —HIS (AR EFEm
CAS RN® TZ3|

- INLESTHEREmE (BWEO) MmN LD
BaR %5 UTHZ (BcSIE8 CAS RN®) THR5|,

© 2024 {LFIFERIS




f @ —IBNRERR%E E- =3t

R

WO 2005011726 [ZEShtEA 1]

Effect of GONAL-fTM (recombinant hFSH from SERONQO) on aneuploidy in
spermatozoa of human infertile males (8 patients). a) Selection of infertile
patients Infertility of patients is determined after an andrological---
(EiEfl1 : GONAL - f (BEEE) (O /#HoEix h FSH) At hRESHE (8
ADEE) ORTFOERLBMECHUTRIFIHR: )

@ \ SRR (C GONAL-f ODECHIBIR(Z7RL |

RILEZEREmDH)

CAplus/CA 71 )LDL J— R

IT 9002-68-0_Follicle-stimulating hormone  9002-68-0D, FSH, variant
146479-72-3, GONAL-f
RCT PAC (Pharmacological activity); THU (Therapeutic use); BIOL
(Biological study); USES (Uses)
(use of FSH and variants for reduction of spermatozoa chromosomal
aberration in relation to male infertility)

© 2024 {LFIFERIS

V %8| (CfEHN3 CAS RN® L,

REGISTRY J7-J)LOLd— K~

RN 146479-72-3 REGISTRY
CN Follicle-stimulating hormone (human o -subunit reduced), complex with
follicle-stimulating hormone (human B -subunit reduced) (9CI) (CA INDEX NAME)

: - SRRERIEUT L E > B
CN FoII!stlm. AU ROES Ry
CN  Follitropin beté:/ (@& : JF—ILIT, TAURFL)

CN Gonal F

FS  PROTEIN SEQUENCE B - BEEEZIATT LU CL\BNXEA T, Xk (C
SQL 203,111, 92 BB A< TH. EHBIRZ ST CAS
NTE complex RN® (146479-72-3) "FR5|aNnd

SEQ 1 NSCELTNITI AIEKEECRFC ISINTTWCAG YCYTRDLVYK DPARPKIQKT---

SEQ 1 APDVQDCPEC TLQENPFFSQ PGAPILQCMG CCFSRAYPTP LRSKKTMLVQ---

: Byl (SEQ)

806 REFERENCES IN FILE CA (1907 TO DATE) D)
2 REFERENCES TO NON-SPECIFIC DERIVATIVES IN FILE CA

809 REFERENCES IN FILE CAPLUS (1907 TO DATE)

SN REGISTRY REGISTRY REGISTRY
QUL o5 pesmies ll cinmmisies

© 2024 {LFIFERIS




f @ —IBNRERR%E E- =3t

TAREZRE DA

R

JP 2011182780 [GEKIE2]

IL-6 FHEFEN M UXIIT THD, #WEREICDVTESIES 1 1~10170 (Cic#k
=N 1 LLEDIEERSY. IGEACHI DS DNA t8is, EizF. 2B FDia
5 DNA sRl(CHITDEEZRE T DTIEZ=0. 55KIE 1 (CER&H;DTTE,

\ SZkER(C NS U 2T DBEFIIEER(FR |

CAplus/CA J7AI)LOL d—

IT [375823-41-9, Tocilizumab
RCT THU (Therapeutic use); BIOL (Biological study); USES (Uses)
(single nucleotide polymorphisms associated with effectiveness
and adversed reaction occurrence in human individuals with
arthrorheumatism during interleukin-6 inhibitor therapy)

© 2024 {LFIFERIS

V %8| (CfEHN3 CAS RN® L

REGISTRY J7-)LOLd— K

RN  375823-41-9 REGISTRY

CN  Immunoglobulin G1, anti-—(human interleukin 6 receptor)
(human-mouse monoclonal MRA heavy chain), disulfide with
human—-mouse monoclonal MRA x-chain, dimer (CA INDEX NAME)

OTHER NAMES:

CN Actemra FREZES - £ Mt IL6R Fidk
: NS UXRT (BRG : 7I7AS)
ON  Toci| izumab = - EEEIT L CO BB C. ST(C

FS  PROTEIN SEQUENCE

|,'EE \‘7—\ . |’EE PG
SOL 1324 448 448 214 214 BSIBIRN2< TE. BFIERESD CAS

RN® (375823-41-9) iFR3lend

SEQ 1 XVQLQESGPG LVRPSQTLSL TCTVSGYSIT SDHAWSWVRQ PPGRGLEWIG:---
SEQ 1 DIQMTQSPSS LSASVGDRVT ITCRASQDIS SYLNWYQQKP GKAPKLLIYY:--

654 REFERENCES IN FILE CA (1907 TO DATE)
11 REFERENCES TO NON-SPECIFIC DERIVATIVES IN FILE CA
684 REFERENCES IN FILE CAPLUS (1907 TO DATE)

N REGISTRY REGISTRY REGISTRY
FIFEIREM RS PR e RPN e

© 2024 {LFIFERIS




f @ —IBNRERR%E E- =3t

AKER RO

R

W02012145183 [fA3KIE 3]

2. The method of claim 1 , wherein said anti-4-1 BB antibody, or antigen-
binding portion thereof, comprises: (a) an H-CDR1 as set forth in SEQ ID
NO:29; (b)---

3. The method of any one of claims 1 -2, wherein said anti-CD20 antibody,
or antigen-binding portion thereof, comprises the 6 CDRs of rituximab.
(RIEEHL— CD 2 0HifA. R(IZDHEEESEDN. UVFSITD6EDCDRZST. B3
H1M520WLWINH 1 IRICEEEHDIIE)

XERF (U WYFS T DEHIIBIR(EIR0

CAplus/CA J7AI)LOL 01—

IT |174722-31-1, Rituximab
RCT THU (Therapeutic use); BIOL (Biological study); USES (Uses)
(combination of anti-4-1BB antibodies and ADCC-inducing
antibodies for treatment of cancer)

© 2024 {LFIFERIS

V %8| (CfEHN3 CAS RN® -

REGISTRY J7-J)LOLd— K

RN
CN

CN
CN
CN
MF
Cl
SR

OTHER NAMES:

174722-31-1 REGISTRY

Immunoglobulin G1, anti-(human CD20 (antigen)) (human-mouse monoclonal
IDEC-C2B8 ¥ 1-chain), disulfide with human-mouse monoclonal [DEC-C2B8
k—chain, dimer (CA INDEX NAME)

5. PN: WO2008003319 PAGE: 45 claimed protein

Rituxan AREREmR - FXASEH CD20 Hiulk

Rituximab & | WYF><T (Bfs : UYFS>)
o AR EFE UMAREREm THE. Eil
ggapem i ed BRESERNVEEN DD,
: ZOLd— RZE. BoHIBEEDIRSR
US Adopted Names Council (USAN) TlZEw UL

7243 REFERENCES IN FILE CA (1907 TO DATE)
186 REFERENCES TO NON-SPECIFIC DERIVATIVES IN FILE CA
7521 REFERENCES IN FILE CAPLUS (1907 TO DATE)

nFeTise PTG

INSCISTING REGISTRY
BIESEIRER CAS RN®1&RZR

© 2024 {LFIFERIS




V @ DELESH -

® EHEM CRmMENDDRE IR (BRIR)
S )\OE(L CAS RN® ZBID3EDH DD,

® REGISTRY J7 AL CEm&EFREE. LB S
%Z CAplus/CA J7A)LICOORA—)\—U.
NHAZIRZR T D,

© 2024 {LFIFERIS

B 2NV E DX ERRTR




f 5> I\ BEBOXXIETR L

CAS RN®
REGISTRY 77 1)L
— ’ OORA—)\—1&ZR
fic %) B i =X )
DIRZR A )\DO&E —
— R E R @@ CAplus/CA J71JL
AeolBERZ = ERRL) ce.aam & CASRNC
popme Sty
DIRFR — SR EE TR @ @

‘ CAplus/CA J7 1)L
FEIZE TR END

FIND&E @

HEIEETRE| |

FHIE - F—D— R
LR ]

© 2024 {LFIFERIS

BB zES0Y >/ UE, — iR EREm

® fic5l Sk PO ECSIELEBImRN ST D

ggmwtm oy FERCHYBEIIERE
DOCL000, = KT BESIERT
= e sEsERSR
EHIDES% 100 U FICIRE => S L# AND SQL<=100
#i% (BeSBHRED) ZR< => S L# NOT NS/FS
5> )\ 08 (BFIBHRED) (CRE  => S L# AND PS/FS

REGISTRY
BCH BERER

© 2024 {LFIFERIS




V Q@DRE Bl Y 3

® (LFYBEZINTIRFRT D
- STE& (/CN)

(Bl)  => S ALCOHOL DEHYDROGENASE/CN
=> SE.C. 1.1.1.1/CN
7 N Eijﬁ_ﬁ
- BB FR (/BI 2372 L) FIFAAAE
(Bl)  => S DEHYDROGENASE?

=> S LEPTIN (L) RECEPT?

- BBy Fn (/CNS) {

(1) => S ?ZUMAB/CNS
=> S ?GLOBULIN?/CNS

i - &5 —
FIRTI&E

REGISTRY
BAREIEIRER

© 2024 {LFIFERIS

-/ XTFRD CA 314
o 7= BBAEOBRALTINREND

CA %3I2 D fl (REGISTRY 77 1 JL)

Calcitonin
[ES
Angiotensin | [Em

Angiotensin Il, 5-L-isoleucine-

Calcitonin (salmon)— &ikiE
itoni 7= BeS
Calcitonin (salmon reduced)

L-Isoleucine, L-a-aspartyl-L-threonyl-L-tyrosyl-L-arginyl-L-tyrosyl-

Cyclo(L-leucyl-L-phenylalanyl-L-lysyl-L-leucyl-D-valyl)
7: PN: US20130345162 SEQID: 7 unclaimed protein

I

i1 c751@|

© 2024 {LFIFERIS




[ 9> )\UH®D CA R5I% s

o —fi%(C, IR, EANAHZRR] EIRER
ExB(CIRix=ND

CA &5|& DH| (REGISTRY 771 L)

Somatotropin e— 18784 | |E§}ﬁau%<‘: 7= W |

Somatotropin (human)

Hemoglobin [81-leucine] (human j —chain)e—{ ¥ - 5

Mucin (Canis familiaris clone MVM2038 reduced)
Integrin (human gene ITGAL subunit al I-domain)
Protein (Escherichia coli gene yan)

© 2024 {LFIFERIS

r 3R CA 5|4 66

® EREFES (IUB) DI I8HD [ERA] =
E(CXig=Nnd

CA &5 DH| (REGISTRY 774 JL)
Subtilisin
Dehydrogenase, alcohol R

Synthetase, acyl| coenzyme A /(guanosine diphosphate-forming)

Synthase, squalene (Botryococcus braunii fragment)

Integrin (human gene ITGAL subunit aL [-domain)

Peroxidase (Helicobacter pylori strain J99 gene tsaA)
CA ZBIBMUHDEIRC, BRES (EC B2) BIUR

BEERD CA R3O RIENEEICRAD, BAEROERR TR —MRICEODNTVDIER®R%Z CA £5l%
EUTRATDLSICIRD

© 2024 {LFIFERIS




V FitkD CA %BE|4 L

® Immunoglobulin Z5d4+. /R - 8 - PRSI E
DIFFRMNEFE=ND,

CA #5120l (REGISTRY 77 1 JL) R
Immunoglobulin G1, anti-(human CD20 (antigen)) (human-—

mouse monoclonal IDEC-C2B8 ¢ 1-chain), disulfide Wlth.\-
human-mouse monoclonal IDEC-C2B8 k —chain, dimer _
Immunoglobulin G1, anti-(human tumor necrosis factor) A
(human monoclonal D2E7 heavy chain), disulfide with human
monoclonal D2E7 light chain, dimer

Immunoglobulin A2, anti-(synthetic human immunodeficiency
virus 1 envelope protein gp4lenv) (synthetic human clone
2F5-1gA2 o 2-chain V-D-J region fragment) o[ |

—

© 2024 {LFIFERIS

-/ (e mEETRRORA > N s
® EXPAND O~ > ROOFH
o EAGPBREEED

e NS> —> 3> iEsDFIH
- BIA—EEIEARZRES]. /CN THIFEO]EE
- R - 85 —EUE /CNS THIAERIEE

REGISTRY
BINEIEIRER

© 2024 {LFIFERIS




’ RODIRE GEE TR N3 Y /\OE
® (iHlEEY> T+ —"T— R CHREI D

® LHIZEDIER - FRZRI(C(E CA Lexicon Z={FS

® CA Lexicon (& CAplus T 7 A ILICH T D5EH
DA TA IV —FT R
(RBERRZEAITEHE)

CAplus/CA
HHlEE - F—D— FME%R

© 2024 {LFIFERIS

r HEERBROMRA > b

® B2 11— RDELA

® ifiHIFEDFNEE(CER

CAplus/CA
HHlEE - F—D— RigxR

© 2024 {LFIFERIS




f 5 INDBEBOXIERDOE E S N

® 5> )\UBMDF5|(L, CAS RN® hiiHliE= A
LS.

0 Y )\\UBZRRI DFL, UT=ZRE.
- BchlIBEROIR=R REGISTRY — CAplus/CA 03}
- (emERoRE |
- #REHIEEYF— T — R ODIRER ~(CAplus/CA Tig]

© 2024 {LFIFERIS

// =3 1 : BEICET3XEiIRSR 72
7L A— LK =R (R T AR EIRZE T B

REGISTRY
TERIMRER
7L A=) UBKEER & IRZR 4‘55%%%@?@ }

CAplus
PORA—)\—18Z%

o]
I

© 2024 {LFIFERIS




// £ 2 : BEOYRINEYUNDIYINIEDIHRIRTE 73

Immunoglobulin G (IgG) NEE5 9371 ILF—IC
FH I ZTAE T D

CAplus
IgG ODffeHlEE 7L ILF—DfHIEE
ZLILE—D IgG DEHEE
=[z2E3
B 2 % 1 % 3
o 2026 s
V SEZE8N 74

CAS STNext 1—HY—<—2177)L

https://www.jaici.or.jp/stn-ip-protection-suite/cas-stnext/
documents/

nﬁjjAE‘al_ *—-I'

@ EESTTAL
- CA XEMRER
- LY ERER
- KB - 52 )\ DOERHIRER

@ EEST AN <FFHiR>
- CA XHMRZR
- \EEYEIRZR
- REGISTRY J7 - )LECHIRZR

© 2024 {LFIFERIS




(#3451 1] MicroRNA-145 [ZBH9 XX Hkias

BERORN

REGISTRY J74JL
D E2L2MBE (L)
@ FEXEorE L2

. CAplus/CA T7A4IL
@ YORA—IN—RE

v

(L1)

v

(L2) L1 #ETKYLENER

CAplus/CA 74 )L

@ #MFIFERFE (L4, L5, L8)

@ REGISTRY Z77 4L - T2&HMIER

=> FILE REGISTRY

=> E MIGRORNA-145/CN

E1 1

— REGISIRY Z7 1 /LIZA D

— ZEEHE /N FD17T EXPAND

MICRORNA VMIRNA (VIRAL ENDOGENOUS NON-CODING MICRORNA) (ANTH

ERAEA PERNYI GENE MD5) /CN

E2 1 MICRORNA, MIR-944 (SYNTHETIC)/CN
E3 0 —> MICRORNA-145/CN
E4 1 MICRORNA-145 (HUMAN) /CN
E5 1 MICRORNA-32-5P/CN
E6 1 MICRORNA-331 (HUMAN DEOXYHYPUSINE HYDROXYLASE MRNA 3" -UNTRAN
SLATED REGION-BINDING PRECURSOR) /CN
=> S E4
L1 1 “MICRORNA-145 (HUMAN) “/CN
=> D SQIDE — BIEHE R T S0 SOIDE ZmB THAR

L1 ANSWER 1 OF 1 REGISTRY COPYRIGHT 2022 ACS on STN

RN 1353911-36-0 REGISTRY
ED  Entered STN: 23 Jan 2012
CN  RNA, (G-U-C-C-A-G-U-U-U-U-C-C-C-A-G-G-A-A-U-C-C-C-U)

OTHER NAMES:

(CA INDEX NAME)

CN 1: PN: US20120009601 SEQID: 1 claimed sequence

CN  microRNA-145 (human)
FS  NUCLEIC ACID SEQUENCE
SQL 23

NA 4a 8¢ 4¢g Tu

PATENT ANNOTATIONS (PNTE) :
Sequence |Patent
Source  |Reference
+:
Not Given|US2012009601
|claimed SEQID
[1

SEQ 1 guccaguuuu cccaggaauc ccu

REHDRLA—FNEETHILEERLTNS

*x+RELATED SEQUENCES AVAILABLE WITH SEQLINKxx

MF Unspecified
CI  MAN
SR CA

3 REFERENGCES IN FILE CA (1907 TO DATE)
3 REFERENGCES IN FILE CAPLUS (1907 TO DATE)

38



@ REGISTRY Z7 4L - MEHEFHFDEIIDIER (SEQLINK EXACT)

=> SEQ L1 FEEEOLI—R%E 226 HE{EoN- L1 &)
L2 226 SEQLINK EXACT L1 ./_

@ CAplus 774 - V ARF—/N—RFE

=> FILE CAPLUS — CAplus Z 71 ILIZA S

=S Ll — TEEHTE Y FLEBEZFESIL TOSXH

L3 3 L1

= S 12 — SEQLINK EXACT 3 v> FTREALEIZFHDIZBEEESIL T EXH
L4 232 L2

@ CAplus 774U - #HIERE

=> E MICRORNA-145/CT — BUODUVEGET EXPAND 58

E#  FREQUENCY AT TERM

E1 593 21 MICRORNA-144/CT

E2 33 26 MICRORNA-144-3P/CT

E3 1233 27 —> MIGRORNA-145/CT

E4 31 24 MICRORNA-145-3P/CT

E5 193 24 MICRORNA-145-5P/CT

E6 194 28 MICRORNA-146/CT

=> E E3+MAX — E3 (MICRORNA-145) (= +MAX Z D7 T EXPAND 75
E.21 119953 BT1 MicroRNA/CT

E22 1233 -—> MicroRNA-145/CT — BHE

HNTE Valid heading during volume 146
(2007) to present.

E23 UF 145 miRNA/CT

E24 UF  MiR-145/CT

E25 UF  miRNA-145/CT

E26 31 NT1 MicroRNA-145-3p/CT — TfizZ
E27 193 NT1 MicroRNA-145-5p/CT — TFlisZ
seksforsiokskokskk END  skokskokskokskokokok

=> § E22+NT — 22 (BRHE) ETHEZFEHOTRET S

L5 1442 MICRORNA-145+NT/CT (3 TERMS)

=> S L4 AND L5 — CAS RN & MicroRNA-145 EEED##IZZEDEmIEH/ES/ISA TS
L6 11 L4 AND L5 XICIRET S

=> D SCAN TI HITIND — SCAN ZFZHBXTIEELE Y FLEFF I ZHET S

L6 11 ANSWERS  CAPLUS COPYRIGHT 2024 ACS on STN
Tl  Composition for treating muscle loss-related diseases comprising exosomes
derived from tonsi| mesenchymal stem cells
IT  MicroRNA-145-5p
RL: BSU (Biological study, unclassified); BIOL (Biological study)
(compn. for treating muscle loss-related diseases comprising exosomes
derived from tonsil mesenchymal stem cells)
IT 2914962-10-8
RL: BSU (Biological study, unclassified); PRP (Properties); BIOL
(Biological study)
(nucleotide sequence; compn. for treating muscle loss-related diseases
comprising exosomes derived from tonsil| mesenchymal stem cells)

HOW MANY MORE ANSWERS DO YOU WISH TO SCAN? (1) :END
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=> S L4 NOT L5

L7 221 L4 NOT L5
=> D SCAN
L7 221 ANSWERS  CAPLUS COPYRIGHT 2024 ACS on STN

IPCI C1200001—68 [1]

— CAS RNe #VEZI X TULVT NicroRNA-145 BTED#EHIZEHY
FESHATOLOXBICIRET S

— SCAN ZRBE THESISHA T BHMEERET S

TI Clrculatlng miRNAs as markers for breast cancer
ST mlRNA breast cancer marker diag pro j R
MicroRNA-145 ) E{IiETHH MircoRNA M
IT | MicroRNA RSN TSI EN DM oT
. An Iyte); BSU (Biologi al study, urcrassr11ed;;, DUN (DTdglusStIc
use); PRP (Properties); ANST (Analytical study); BIOL (Biological study);
USES (Uses)
(miR-127-3p; circulating fiRNAs as markers for breast cancer)

IT  MicroRNA
RL: ANT (Analyte):; BSU (Biofogical study, unclassified); DGN (Diagnostic
use); PRP (Properties); ANST (Analytical study); BIOL (Biological study);

USES (Uses)

IT 1514951-69-9  1514951-70-2  1514951-71-3  1514951-72-4  1514951-73-5
1514951-74-6  1514951-75-7 1514951-76-8  1514951-77-9  1514951-78-0
1514951-79-1  1514951480-4  1514951-81-5 151
1514951-84-8  1514957-85-0  1514951-86-0  151) N  poiercd ot g bombo1a
1514951-89-3  1514951-90-6  1514951-91-7  151[ ¢N RNA, (G-U-C-C-A-G-U-U-U-U-C—-C-C-A-G-G-A-A-U-C—~C-C-U)
1514951-93-9  1514951-94-0  1514951-95-1 151 (CA INDEX NAME)

RL: PRP (Properties

OTHER NAMES:

. . .o . CN  21: PN: W02013190091 SEQID: 21 unclaimed RNA
(unclaimed nuclgotide sequence; circulating m FS  NUCLEIC ACID SEQUENCE
breast cancer) :
SEQ 1 guccaguuuu cccaggaauc ccu

HOW MANY MORE ANSWERS/DO YOU WISH TO SCAN? (1):5

L7 221 ANSWERS
IPCI C12N0015-11 [I

CAPLUS COPYRIGHT 2024 ACS on STN
; G12P0019-34 [I1]

Tl  Single-stranded RNA interference agents containing an internal,
non-nucleic/acid spacer

IT | MicroRNA
RE——BSU—Biological study, unclassified); DGN (Diagnostic use); PRP
(Properties); THU (Therapeutic use); BIOL (Biological study); USES (Uses)

(mimetics; single-stranded RNA interference agents contg. an internal
non-nucleic acid spacer)

IT  Gene knockdown
Hydrogels
Liposomes

IT 508244-32-4 508244-37-9 508245-15-6  508245-42-9  522666-51-9
1360508-01-5  1360508-02-6  1360508-03-7 1360508-04-8
1360508-05-9  1360508-06-0  1360508-07-1  1360508-08-2  1360508-09-3
1360508-10-6  1360508-11-7  1360508-12-8  1360508-13-9  1360508-14-0
1360508-16-2  1360508-17-3  1360508-18-4  1360508-19-5  1360508-20-8
1360508-21-9  1360508-22-0  1360508-23-1  1360508-24-2  1360508-25-3
1360508-26-4  1360508-27-5  1360508-28-6 13604
1360508-31-1  1360508-32-2  1360508-33-3 1360 o poroooe 037 REGSTRY
1360508-36-6  1360508-37-7  1360508-38-8 13609 ¢N RNA, (G-U-C-C-A-G-U-U-U-U-C-C—~C—-A-G-G—-A-A-U-C-C—-C-U)
1360508-41-3  1360508-42-4  1360508-43-5 13604 (CA INDEX NAME)

RL: PRP (Properties)
(unclaimed nucleotide sequence;
contg. an internal,

single-stranded
non-nucleic acid spacer)

OTHER NAMES:

CN  195: PN: W02012027206 SEQID: 195 unclaimed RNA
FS  NUCLEIC ACID SEQUENGCE
§E0 1 guccaguuuu cccaggaauc ccu

HOW MANY MORE ANSWERS DO YOU WISH TO SCAN? (1) :END

40




=> E _MIGRORNA+MAX/CT — FEAIEE MicroRNA (2 +MAX & D17 T /CT T EXPAND 58

E18 127972 BT3 Nucleic acids/CT

E19 126459 BT2 RNA/CT
E20 10304 BT1 Non-coding RNA/CT
E21 119953 -=> MicroRNA/CT

HNTE Valid heading during volume 146
(2007) to present

NOTE These single-stranded RNAs are
typically 21-22 nucleotides in
length with sequences that target
specific mRNA(s). MicroRNAs arise
from larger precursors that are

E22 OLD RNA (L) microRNA/CT — [BAFHRYEE
E23 UF  MeSH ID: D035683/CT

E24 UF  MicroRNAs/CT

E25 UF  miRNA/CT

E26 134 NT1 Agomirs/CT — TLlLzE
E27 403 NT1 Antagomirs/CT

E28 640 NT1 MicroRNA Let-7/CT

E29 998 NT2 MicroRNA Let-7a/CT

E30 578 NT2 MicroRNA Let-7b/CT

E31 485 NT2 MicroRNA Let-7¢/CT

E32 352 NT2 MicroRNA Let-7d/CT

AN

THREEIIHEHTED RNA THD,+NT 2DITTRE
THERAESD RNA (BT BXEMEONTLE
S5tz SEIETHREZSHTITHRET S,

=> S E21+PFT (L) 145 — HEHIE MicroRM & ED TFlizEsF—T— FEHIEHPET
L8 2176 MICRORNA+PFT/CT (L) 145 MicroRNA-145 [CIRE T B

® L4, L5, L8 hoEEZEXRT
(1) L4 oEZEZERT (CAS RN® AFR5I SN TLSHXHE)

=> D L4 ALL HITSEQ 1 — 1 #EDEIEZF ALL HITSEQ FrE THT

L4 ANSWER 1 OF 232 CAPLUS COPYRIGHT 2024 ACS on STN

PatentPak PDF | PatentPak PDF+ | PatentPak Interactive

AN  2024:181714 CAPLUS Ful |-text

DN  185:328677

ED  Entered STN: 25 Jan 2024

Tl  Methods and compositions for selectively modulating gene expression in
megakaryocytes and platelets

IN Goldfinger, Lawrence Elliot; Wurtzel, Jeremy Garfield Takashi

PA  Thomas Jefferson University, USA

SO PCT Int. Appl., 106pp
CODEN: PIXXD2

DT  Patent

EPPI
PATENT NO. KIND DATE LANGUAGE  PatentPak
ﬁa_gagzagazg;__ _RE_ 20240125 English PDF | PDF+ | Interactive

& PATENT NO. KIND DATE APPLICATION NO. DATE
wa_gagiagaig;__ _RE_ 20240125 WO 2023-US70508 20230719

PRAT US 2022-63391002 P 20220721
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AB

ST

PPAK

RN
CN

SEQ

Provided herein are a method of selectively modulating gene expression of
one or more target genes in megakaryocytes, circulating platelets, and/or
platelets generated by the transfected megakaryocytes, in a subject in
need thereof, wherein the method comprises administering to the subject a
therapeutical ly effective amt. of compn. comprising naked RNA
oligonucleotides
gene expression naked RNA oligonucleotide sequence megakaryocyte platelet
human
2" Modified nucleotides
RL: BSU (Biological study, unclassified); THU (Therapeutic use); BIOL
(Biological study); USES (Uses)

(2" - Fluorine; methods and compns. for selectively modulating gene

2" —0-Methyl-modified nucleotides

Locked nucleic acids

MicroRNA

MicroRNA-223-3p

siRNA

RL: BSU (Biological study, unclassified); THU (Therapeutic use); BIOL

(Biological study); USES (Uses)
(methods and compns. for selectively modulating gene expression in
megakaryocytes and platelets)

3027955-18-

8-3  3027955-19-4  3027955-20-7  3027955-21-8  3027955-22-9
3027955-23-0  3027955-24-1  3027955-25-2  3027955-26-3  3027955-27-4
3027955-28-5  3027955-29-6  3027955-30-9  3027955-31-0  3027955-32-1
3027955-33-2  3027955-34-3  3027955-35-4  3027955-36-5  3027955-37-6
3027955-38-7  3027955-39-8  3027955-40-1  3027955-41-2  3027955-42-3
3027955-43-4  3027955-44-5  3027955-45-6  3027955-46-7

1-8  3027955-48-9  3027955-49-0  3027955-50-3

302795547~

3027956-16-4  3027956-17-5  3027956-18-6  3027956-19-7  3027956-20-0
3027956-21-1  3027956-22-2  3027956-23-3  3027956-24-4  3027956-25-5
3027956-26-6  3027956-27-7  3027956-28-8  3027956-29-9  3027956-30-2
3027956-31-3  3027956-32-4
RL: BUU (Biological use, unclassified); PRP (Properties); THU (Therapeutic
use); BIOL (Biological study); USES (Uses)
(nucleotide sequence; methods and compns. for selectively modulating
gene expression in megakaryocytes and platelets)

9001-99-4, RNAase, Pg 56 Claim
58-64-0, Adenosine 5 -(trihydrogen diphosphate), Pg 43
120202-66-6, Plavix, Pg 43

3027955-47-8
RL: BUU (Biological use, unclassified); PRP (Properties); THU (Therapeutic
use); BIOL (Biological study); USES (Uses)
(nucleotide sequence; methods and compns. for selectively modulating
gene expression in megakaryocytes and platelets)
3027955-47-8 CAPLUS
RNA, (G-U-C-C-A-G-U-U-U-U-C-C-C-A-G-G-A-A-U-C-C-C-U) (CA INDEX NAME)

1 guccaguuuu cccaggaauc ccu
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(2) Lb mEEZERT (HfHIZE MicroRNA-145 THESIES N TL S XHR)

=> S L5 NOT L4 — L4 DEELE<
L9 1431 L5 NOT L4
=> D ALL HITSEQ 1 — ALL HITSEQ ZFREt THR

L9  ANSWER 1 OF 1431 CAPLUS COPYRIGHT 2024 ACS on STN

AN 2024:458159 CAPLUS Ful |-text

ED  Entered STN: 29 Feb 2024

Tl  Correlation between infertility and miR-21 and miR-145 levels in
endometriosis patients and prognosis observation

AU  Wang, Xue-juan; Zhao, Jian; Cui, Pei-lin; Wei, Hui—juan; Shi, Jing; Li,
Jian-biao

CS The 3rd District, Department of Gynaecology, Shijiazhuang People’s
Hospital, Shijiazhuang, 050030, Peop. Rep. China

SO  Guangdong Yixue (2023), 44(8), 1043-1047
CODEN: GUYIEG; ISSN: 1001-9448

DOI 10.13820/j. cnki. gdyx. 20230379

PB  Guangdong Yixue Bianjibu

DT  Journal

LA Chinese

CC 14 (Mammalian Pathological Biochemistry)

AB  Objective: To analyze the expression of microRNA-21 (miR-21) and
microRNA-145 (miR-145) in patients with endometriosis (EMS) and their
correlation with infertility. Methods: Ninety patients with EMS who
underwent laparoscopic surgery in our hospital from Nov. 2020 to Apr. 2022

ST infertility miR 21 145 endometriosis
IT  INDEXING IN PROGRESS
IT  Endometriosis
(correlation between infertility and miR-21 and miR-145 levels in
endometriosis patients and prognosis observation)
IT  MicroRNA-145
MicroRNA-205
MicroRNA-21
RL: BSU (Biological study, unclassified); BIOL (Biological study)
(correlation between infertility and miR-21 and miR-145 levels in
endometriosis patients and prognosis observation)
IT 50-28-2, Estradiol 58-22-0, Testosterone 9002-67-9, Luteinizing
hormone  9002-68-0, Follicle-stimulating hormone
RL: BSU (Biological study, unclassified); BIOL (Biological study)
(correlation between infertility and miR-21 and miR-145 levels in
endometriosis patients and prognosis observation)

Q) L8 mEEZERT (#HIZE MicroRNA &F—T— K 146 THREIENTLNSXHR)

=> S L8 NOT (L4 OR Lb) — L8 55 L4, L5 DEEFES
L10 2022 L8 NOT (L4 OR L5)
=> D L10 ALL 1-10 — RYD 10 #F AL FFRBERXTEHFR

L10 ANSWER 1 OF 2022

CAPLUS COPYRIGHT 2024 ACS on STN

PatentPak PDF

AN 2023:2699703 CAPLUS Ful |-text

DN 185:178648

ED Entered STN: 28 Dec 2023

Tl  HMGB1 expression suppressor using miRNA, prophylactic drug for acute lung
injury, acute respiratory distress syndrome or sepsis, and method for
ameliorating such disease

IN Koga, Shoji

PA  Dexon Pharmaceuticals Inc., Japan
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PPPI

PATENT NO. KIND DATE LANGUAGE  PatentPak
WO 2023248844 A1 20231228 Japanese PDF
JP 2024000504 A 20240105 Japanese  PDF
PI
PATENT NO. KIND DATE APPLICATION NO. DATE
WO 2023248844 A1 20231228 WO 2023-JP21640 20230612
JP 2024000504 A 20240105 JP 2023-83544 20230520
PRAT JP 2022-98639 A 20220620
AB  Provided are: an HMGB1 expression suppressor comprising a microparticle
in which the microparticle contains miRNA of which the target gene is a
gene assocd. with the expression of HMGB1, the HMGB1 expression suppressor
being a novel HMGB1 expression suppressor capable of controlling the
expression of HMGB1 by utilizing miRNA derived from the microparticle; a
prophylactic or therapeutic drug for acute lung injury, acute respiratory
distress syndrome or sepsis; and a method for ameliorating acute lung
injury, acute respiratory distress syndrome or sepsis. The microparticle
is preferably an exosome
ST HMGB1 miRNA prophylactic therapeutic drug acute lung injury; acute lung
injury respiratory distress syndrome
IT High-mobility group proteins
RL: BSU (Biological study, unclassified); PRP (Properties); BIOL
(Biological study)
(HMG1; HMGB1 expression suppressor using miRNA, prophylactic drug for
acute lung injury, acute respiratory distress syndrome or sepsis, and
method for ameliorating such disease)
IT  Acute pulmonary injury
IT  MicroRNA . )
RL: BSU (Biological study, unclassifiéd); PRP | (L) EEFICELY. #HlEE MicroRNA DFEI—35|H
(B|0|0g|ca| Study) ':$_'7_F‘ 145 75§%él/:_|:75§?§f%hf:
(hsa—miR—142—5p§ HMGB1 expr Sion suppresso ToTT1g MUY, PTUPTTy TAaGTTG
drug for acute lung injury, acute respiratory distress syndrome or
sepsis.._and_method for 4meliorating such disease)
IT  MicroRNA
RL: BSU (Biological gfudy, unclassified); PRP (Properties); BIOL
(Biological study,
(hsa—miR-145-5p; HMGB1 expression suppressor using miRNA
prophylactic drug for acute lung injury, acute respiratory distress
syndrome or sepsis, and method for ameliorating such disease)
IT  MicroRNA
RL: BSU (Biological study, unclassified); PRP (Properties); BIOL
L10 ANSWER 2 OF 2022 CAPLUS COPYRIGHT 2024 AGCS on STN
AN 2023:2439776 CAPLUS Ful |-text
DN 185:276636
ED Entered STN: 28 Nov 2023
Tl  Network analysis of transcriptomic data uncovers molecular signatures and
the interplay of mRNAs, IncRNAs, and miRNAs in human embryonic stem cells
AU Ghosh, Arindam; Som, Anup
65 Dentre of Blonornallel s - RAQERBESUNORFNEY LTI ELBE (JAX)
niversity of Allahabad
S0 Differentiation (Oxfordi r;  yppipition of highly pathogenic PRRSV replication in MARC-145 cells by
CODEN: DFFNAW; ISSN: 03 P .
C artificial microRNAs
Egl 10.1016/j. diff. 2023. 11. IT  MicroRNA

Elsevier Ltd
: use); BIOL (Biological study); USES (Uses)

cells by artificial microRNAs)

RL: PAC (Pharmacological activity); PRP (Properties); THU (Therapeutic

(inhibition of highly pathogenic PRRSV replication in MARC-145
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/%’*% : A BURREE BB DIRFE

MicroRNA-145 2R3 2REEE RIS BL-WMESIZIK. B0 2 MBRREZFIRITHEL0 BEL-2T
TELMELHBHEIZIE L1 HSERE

=> S (MICRORNA OR MIR OR MIRNA) (W) 145 — BABFEREFT (Bl £/13%L) THE
L1t 92 (MIGRORNA O NIR OR MIRNA) (W) 145
=> SEL L1 HIT — by FLEBFHEMETS
E1 THROUGH EGO ASSIGNED
=> D SEL EI- — WL EEFERRTS
Ef 20 RNA (HUMAN NICRORNA HSA-MIR-145) /8]
E2 7 RNA (HUNAN NICRORNA HSA-NIR-145 PRECURSOR) /B
E3 4 RNA (HUNAN MICRORNA MIR-145) /BI
4 3 RNA (NUS WUSCULUS WICRORNA MMU-WIR-145 PRECURSOR) /BI
E5 2 DNA (BOWBYX NORI MIGRODNA BHWO-NIR-145 PRECURSOR GENE)/BI
E6 2 RNA (MUS NUSCULUS MICRORNA WMU-MIR-145) /BI
E17 1 DNA (SYNTHETIC MIR-145 NUCLEIC AGID PROBE-SPECIFYING) /B
18 I DNA (SYNTHETIC THREE-WIR 145)/BI p— -~
19 1 WICRORNA MIR-145 (HUMAN) /BI A < PNA PIEZRLTLS
£20 1 WICRORNA MIR-145-5P (HUMAN) /B! <
21 1 WICRORNA-145 (HUNAN) /BI
E22 I WRNA (SYNTHETIG MIRNA RESPONSIVE REPORTER GENE CONTAINING NI
R-145-5P TARGET SEQUENGE AND HDKEIWARED CODING GENE) /BI
E57 1 RNA (XENOPUS LAEVIS CELL TYPE OOGYTE XLA-MIR-145 MIRNA) /BI
E58 1 RNA (KENOPUS TROPICALIS HUMAN NICRORNA HSA-NIR-145 ORTHOLOG
86-NUCLEOTIDE PREGURSOR) /BI
E59 1 RNA (XENOPUS TROPICALIS MICRORNA XTR-MIR-145)/BI
0 1 2 OME-MIRNA-145/BI

Cé% L7 DfHIEEDHER S

DISPLAY O KR THRRTBHLUSZ, ANALYZE av U REF>-#idI:E5 BT+ 5L T,
BINTRERTREKBOMHEEER T HEMNTES,

=> ANA L7 CT — L7 D2MDRHZEFIT S

L12 ANALYZE L7 1- CT : 1695 TERMS

=> D DOC TOP 50 — LI—FHDEL TOP 50 Dfi#lZEZEZrT S
L12 ANALYZE L7 1- CT : 1695 TERMS

TERM # # 0CC # DOC % DOC CT

115000 211 95.48 MICRORNA — MicroRMA #"—&Z S E5/IEATL /=
2 178 177 80.09 HUMAN

3 n 70 31.67 HOMO SAPIENS

4 64 64 28.96 RNA SEQUENCES

5 63 63 28.51 TEST KITS

6 59 58 26.24 ANTITUMOR AGENTS

1 55 55 24.89 REAL-TIME POLYMERASE CHAIN REACTION
8 50 50 22.62 MOLECULAR DIAGNOSIS

9 48 48 21.72 DNA MICROARRAY TECHNOLOGY

0 43 48 21.72 PROGNOSIS

1 47 47 21.27 GENE EXPRESSION PROFILES, ANIMAL

RN
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[(RE 1] 7a—LBKRERICEHT SRR
BREDRN

REGISTRY 774 L ) CAplus/CA J74 )L
® YORF—N—RBE

@ EEHHEE L)

(L3)

v

v

@ EhHAFRE (L2) (LY) L3 #ETKYLLVEE

@ REGISTRY 774 )L - TLEL&MIER

=> FILE REGISTRY — REGISTRY Z7 14 ILIZAS

=> E ALCOHOL DEHYDROGENASE/CN — Z2EHE /ON FD/7T EXPAND

E1 1 ALCOHOL BLUE 2505/CN

E2 1 ALCOHOL BLUE B 10/CN

E3 1 —> ALCOHOL DEHYDROGENASE/CN

E4 2 ALCOHOL DEHYDROGENASE (149-GLUTAMIC ACID) (ESCHERICHIA COLI
STRAIN K12 GENE YQHD) /CN

E5 1 ALCOHOL DEHYDROGENASE (194-I1SOLEUCINE) (GEOBACILLUS STEAROTH
ERMOPHILUS STRAIN LLD-R GENE ADH)/CN

E6 1 ALCOHOL DEHYDROGENASE (237-ALANINE) (KLUYVEROMYCES STRAIN CC
TCC M2011385 MUTANT) /CN

E7 1 ALCOHOL DEHYDROGENASE (331-ALANINE) (GEOBACILLUS STEAROTHERM
OPHILUS STRAIN LLD-R GENE ADH)/CN

E8 1 ALCOHOL DEHYDROGENASE (331-ALANINE, 87-PHENYLALANINE) (GEOBAC
ILLUS STEAROTHERMOPHILUS STRAIN LLD-R GENE ADH)/CN

E9 1 ALCOHOL DEHYDROGENASE (34-LEUCINE, 36-SERINE, 37-ASPARTIC ACID

, 38-LEUCINE, 39-THREONINE, 40-GLYCINE, 41-PROLINE) (ESCHERICHIA
COLI STRAIN K-12 MUTANT CLONE 34 GENE YQHD)/CN

E10 1 ALCOHOL DEHYDROGENASE (35-VALINE, 36-THREONINE, 37-ASPARTIC AC
ID, 38-SERINE, 40-CYCTEINE, 41-SERINE) (ESCHERICHIA COLI STRAIN
K-12 MUTANT CLONE 41 GENE YQHD) /CN

E11 1 ALCOHOL DEHYDROGENASE (40-SERINE) (GEOBAGILLUS STEAROTHERMOP
HILUS STRAIN LLD-R GENE ADH) /CN

E12 1 ALCOHOL DEHYDROGENASE (40-SERINE, 87-PHENYLALANINE, 194-1SOL
EUCINE) (GEOBACILLUS STEAROTHERMOPHILUS STRAIN LLD-R GENE ADH)/CN

= S E3 — £3 #RE

L1 1 “ALCOHOL DEHYDROGENASE”/CN

=D — IDE ZFER TEHF

L1  ANSWER 1 OF 1 REGISTRY COPYRIGHT 2021 AGS on STN

RN 9031-72-5 REGISTRY

ED  Entered STN: 16 Nov 1984

CN  Alcohol dehydrogenase (CA INDEX NAME) — CA F5/&
OTHER CA INDEX NAMES:

CN  Dehydrogenase, alcohol (9CI)

OTHER NAMES: — CA F5IEZLISrDEFH
CN  14: PN: US20180023088 SEQID: 31 claimed protein

CN  3-Methyl-2-buten-1-ol dehydrogenase

CN  3-Methyl-2-buten-1-ol dehydrogenases

CN  Acetaldehyde reductase

La—k

RIlEHRESER “

CN  Acetaldehyde reductases IUPAC 212 LIBFAA OERA
CN  ADH BRES (EC FS) HUE
CN  ADH (enzyme)

CN  ADH (enzymes)

CN  Alcohol dehydrogenase (NAD)

CN  Alcohol dehydrogenases

CN Aliphatic alcohol dehydrogenase
CN Aliphatic alcohol dehydrogenases
CN EC 1.1.1.1
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DR 9635—70—5, 106946-91-2, 138263-94-2, 1631041-801 EH|IFEHmA HAIL, IDE KRB RLETRRLIZBEIC
MF  Unspecified

CI~ COM, MAN *xx USE "SOD" OR "SQIDE’ FORMATS TO DISPLAY SEQUENCE =

LC STN Files:  ADISNEWS, BIOSIS, BIOTECHNO, CA, G

CHEMCATS, CHEMLIST, CIN, EMBASE, IFIALL, IPA [ &&FRENS. SQD xR, SQIDE KRR KT, EFIIERD

USPATFULL, USPATOLD KT TEHRTHR

Other Sources: EINECS#**, TSCA**
(*xEnter CHEMLIST File for up—to-date +egulatory information)
skx STRUCTURE DIAGRAM IS NOT AVAILABLE sx*x EiEEREL

*+PROPERTY DATA AVAILABLE IN THE "PROP’ FORMAT:k

21731 REFERENCES IN FILE CA (1907 TO DATE) D CAS RN® A
467 REFERENCES TO NON-SPECIFIC DERIVATIVES IN FILE CA &—| R5lEhiz CARIus/CA
22045 REFERENCES IN FILE CAPLUS (1907 TO DATE) T74ILDIEE

@ REGISTRY 774 )L - MK L&MiEER

=> E DEHYDROGENASE, ALCOHOL/CN — CA F5IBEFSE/IZ, TELEHE /ON FDI17T EXPAND
E1 1 DEHYDROGENASE, ALANOPINE/CN
E2 1 DEHYDROGENASE, ALANOPINE (MARPHYSA SANGUINEA GENE ALDH)/CN
E3 1 —> DEHYDROGENASE, ALCOHOL/CN
E4 1 DEHYDROGENASE, ALCOHOL (103-LEUCINE) (AZOARCUS CLONE EBN1)/CN \
E5 1 DEHYDROGENASE, ALCOHOL (107-ARGININE, 246-THREONINE) (AZOARCU
S CLONE EBNT) /CN
E6 1 DEHYDROGENASE, ALCOHOL (107-GLUTAMIC ACID, 110-SERINE, 216-ALA
NINE, 243-GLYCINE) (AZOARCUS CLONE EBNT1)/CN
E7 1 DEHYDROGENASE, ALCOHOL (11-GLYCINE, 131-SERINE, 180-SERINE) (A
Z0ARCUS CLONE EBN1)/CN BIERCIEINT-
E8 1 DEHYDROGENASE, ALCOHOL (110-ALANINE) (THERMOANAEROBACTER ETH > BB ZLHBHIEN
ANOLICUS GENE ADHB) /CN Hhna
E9 1 DEHYDROGENASE, ALCOHOL (110-ALANINE, 186-ASPARTIC ACID) (THER
MOANAEROBACTER ETHANOLICUS GENE ADHB) /CN
E10 1 DEHYDROGENASE, ALCOHOL (110-LEUCINE) (HORSE LIVER)/CN
E11 1 DEHYDROGENASE, ALCOHOL (110-SERINE, 216—ALANINE, 243-GLYCINE)
(AZOARCUS CLONE EBN1)/CN
E12 1 DEHYDROGENASE, ALCOHOL (112-ASPARAGINE) (AZOARCUS CLONE EBN1) /CN ]
=> S ALCOHOL (L) DEHYDROGENASE — BREHERXES (Bl Fr-/44 L) THE
L2 9851 ALCOHOL (L) DEHYDROGENASE .\
o (L) TRI—2&%F
=> D SCAN — SCAN ZrfEst TR HIZRETES

L2 9851 ANSWERS REGISTRY COPYRIGHT 2024 ACS on STN
IN alcohol dehydrogenase (Chorispora bungeana gene CbADH)

SQL 356
MF  Unspecified
Cl  MAN

sk STRUCTURE DIAGRAM IS NOT AVAILABLE ok
sk USE "SQD" OR 'SQIDE" FORMATS TO DISPLAY SEQUENCE — B1E#H Y

HOW MANY MORE ANSWERS DO YOU WISH TO SCAN? (1):20

L2 9851 ANSWERS REGISTRY COPYRIGHT 2024 ACS on STN

IN Dehydrogenase, alcohol (Escherichia coli strain MS187-1 clone EP2639308-SEQID-17)
SQL 336

MF  Unspecified

CI  NAN

*+xRELATED SEQUENCES AVAILABLE WITH SEQLINKs

sk STRUCTURE DIAGRAM IS NOT AVAILABLE ot
sk USE "SQD" OR "SQIDE" FORMATS TO DISPLAY SEQUENCE s — BI1E#H Y
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L2 9851 ANSWERS REGISTRY COPYRIGHT 2024 ACS on STN
IN DNA (Atriplex canescens gene NAD alcohol dehydrogenase cDNA plus flanks)
SQL 927
MF  Unspecified o | BEEOLa—F
CI  MAN BRE-LVMEEIEX NS/FS % NOT 35
sk STRUCTURE DIAGRAM IS NOT AVAILABLE **x
skk USE "SQD" OR 'SQIDE" FORMATS TO DISPLAY SEQUENCE s — BAIEEH D Y
L2 9851 ANSWERS REGISTRY COPYRIGHT 2024 ACS on STN
IN Cinnamyl alcohol dehydrogenase (Acacia mangium cultivar Superbulk
isolate SB9 leaf tissue gene CAD)
SQL 272
MF  Unspecified
CI  MAN
sk STRUCTURE DIAGRAM IS NOT AVAILABLE xxx
0k USE "SQD" OR ' SQIDE" FORMATS TO DISPLAY SEQUENGE s — FGERH Y
L2 9851 ANSWERS REGISTRY COPYRIGHT 2024 ACS on STN
IN Protein (Corchorus olitorius clone W02012/149009-SEQID-4 cinnamy]
alcohol dehydrogenase sequence homolog)
SQL 361
MF  Unspecified
Cl  MAN
sk STRUCTURE DIAGRAM IS NOT AVAILABLE xxx
sk USE " SQD" OR ' SQIDE" FORMATS TO DISPLAY SEQUENGE s — BAIEE#H D Y
L2 9851 ANSWERS REGISTRY COPYRIGHT 2024 ACS on STN
IN Dehydrogenase, aldehyde (acylating) (Entamoeba histolytica gene ADH2)
SQL 870
MF Unspecified \
o WAN CA RBIALSIOAHT
#+RELATED SEQUENCES AVAILABLE WITH SEQLINKs*x EvbLzba—F
sk STRUCTURE DIAGRAM IS NOT AVAILABLE xxx
sk USE " SQD" OR ' SQIDE" FORMATS TO DISPLAY SFQUENGE s — BAIEE#HDH Y
L2 9851 ANSWERS REGISTRY COPYRIGHT 2024 ACS on STN
IN DNA (Ballantinia antipoda clone 4 gene CAD5 fragment)
SQL 590
MF  Unspecified
CI  NAN

*+*RELATED SEQUENCES AVAILABLE WITH SEQLINKs

)k
k%%

L2
IN
MF
Cl

)%k

STRUCTURE DIAGRAM IS NOT AVAILABLE et
USE "SQD° OR ' SQIDE" FORMATS TO DISPLAY SEQUENCE — BS1E#H Y

9851 ANSWERS  REGISTRY COPYRIGHT 2024 ACS on STN
Dehydrogenase, aryl alcohol

\

BORMTRRT DE.
EIEHREFOLI—FD
BOEENTED

,/

Unspecified ERAEHREZFLEL

MAN o | La—FtEvk

STRUCTURE DIAGRAM IS NOT AVAILABLE s

HOW MANY MORE ANSWERS DO YOU WISH TO SCAN? (1) :END
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® CAplus Z74JL - Y ARA—/N—EK

=> FILE CAPLUS — CAplus Z 74 IICAB

=> S L1 — FIaA—IEEKEBFED CAS RF HF 5 E - XEt

L3 23611 L1

=> S L2 — L] EEDELYLUEIBEES

L4 30716 L2

=> D L3 SCAN TI HITIND — SCAN TI HITIND ZFEXTIEELE Y FLIEFEFDAKRT
L3 23611 ANSWERS  CAPLUS COPYRIGHT 2024 ACS on STN

TI  ATP driven direct photosynthetic production of fuels and chemicals

IT 9023-93-2, Acetyl-CoA carboxylase 9027-13-8, Enoyl|-CoA hydratase

9028-41-5, Acetoacetyl-CoA reductase 9028-86-8, Aldehyde dehydrogenase
9031-72-5, Alcohol dehydrogenase 37251-07-3, Crotonyl|-CoA
reductase 89700-29-8, Butyraldehyde dehydrogenase
RL: BSU (Biological study, unclassified); CAT (Catalyst use); PRP
(Properties); BIOL (Biological study); USES (Uses)

(ATP driven direct photosynthetic production of fuels and chems.)

HOW MANY MORE ANSWERS DO YOU WISH TO SCAN? (1):10

L3
Tl

IT

L3
TI

L3
Tl

23611 ANSWERS ~ CAPLUS COPYRIGHT 2024 ACS on STN

Characterization of three propane-inducible oxygenases in Mycobacterium F L a— LBk EEED

sp. strain ENV421 © ha 5
0028-86-8, Aldehyde dehydrogenase 9031=72=5, Alcohol CAS RN® ATREISH TLIHRK

dehydrogenase
RL: BSU (Biological study, unclassified); BIOL (Biological s
(characterization and sequences of three propane-indugi
in Mycobacterium sp. strain ENV421)

RN 9031-72-5

CN Alcohol dehydrogenase
CN Dehydrogenase, alcohol
MF  Unspecified

CI  COM, MAN

23611 ANSWERS  CAPLUS COPYRIGHT 2024 ACS o
Method for immobilizing tris(2,2" -bipyridi

) 21731 REFERENCES IN FILE
lectrochemical CAPLUS (1907 TO DATE)

ruthenium on

electrode surface

9031-72-5, Alcohol dehydrogenase

RL: CAT (Catalyst use); PEP (Physical, engineering or/chemical process);

PROC (Process); USES (Uses)
(immobilization of tris2,2 -bipyridinerutheniun/on electrochem.
electrode surface for electrochemiluminescencg sensor)

23611 ANSWERS  CAPLUS COPYRIGHT 2024 ACS STN
Mechanism of the Chaperone—Ilike and Antichaperone Activities of Amyloid
Fibrils of Peptides from aA-Crystallin
9014-00-0, Luciferase 9031-72-5, Alcohol dehydrogenase
RL: BSU (Biological study, unclassified); PEP (Physical, engineering or
chemical process); PRP (Properties); BIOL (Biological study); PROC
(Process)
(aggregation; mechanism of the chaperone-like and anti-chaperone
activities of amyloid fibrils of peptides from aA-crystallin)

HOW MANY MORE ANSWERS DO YOU WISH TO SCAN? (1) :END
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=> S L4 NOT L3

L5

7105 L4 NOT L3

=> D L5 SCAN TI HITIND

L5
Tl

IT

7105 ANSWERS  CAPLUS COPYRIGHT 2024 ACS on STN
Aldehyde reductase activity and spectrum of blood aldo—keto reductases in
adolescents with neuroendocrine obesity
9028-12-0, Aldehyde reductase — BB L
RL: BSU (Biological study, unclassified); BIOL (Biological study)
(neuroendocrine; aldehyde reductase activity and spectrum of blood
aldo—keto reductases in adolescents with neuroendocrine obesity)

HOW MANY MORE ANSWERS DO YOU WISH TO SCAN? (1):10

L5
TI

IT

L5
TI
IT

L5
Tl
IT

L5
TI

7105 ANSWERS  CAPLUS COPYRIGHT 2024 ACS on STN
Structural Adaptability of Zinc Binding Sites: Different Structures in
Partially, Fully, and Heavy-Metal Loaded States
148056-92-2  153094-78-1 1186547-08-9 — BSIEHEH D Y
RL: BSU (Biological study, unclassified); PRP (Properties); BIOL
(Biological study)

(structural adaptability of metal-binding sites in zinc-binding
peptides loaded states)

7105 ANSWERS  CAPLUS COPYRIGHT 2024 ACS on STN
Phenylpropanoid metabolism in ripening fruits

9003-99-0, Peroxidase 9005-53-2, Lignin, biological studies
Phenylalanine ammonia lyase 9033-25-4, 0-Methyltransferase
55467-36-2, Cinnamy! alcohol dehydrogenase — FSEH L L
RL: BSU (Biological study, unclassified); CAT (Catalyst use); BIOL
(Biological study); USES (Uses)

(role of phenylpropanoid metabolism in ripening of fruits)

9024-28-6

RN 9028-12-0

CN  Alcohol dehydrogenase
(NADP)

MF  Unspecified

CI  COM, MAN

1180 REFERENCES IN FILE
CAPLUS (1907 TO DATE)

RN 153094-78-1
CN L-Leucine, L-phenylalanyl---
CN 93-116-Dehydrogenase
alcohol
(Equus cabal lus liver)
FS  PROTEIN SEQUENGE---
SOL 24
SEQ FTPQCGKCRV CKHPEGNFCL
KNDL
MF G117 H185 N35 033 $4
3 REFERENCES IN FILE

NADILIIC /40N TN NDATEN

RN 55467-36-2
CN  Cinnamy!| alcohol

dehydrogenase
MF  Unspecified
CI  COM, MAN

1194 REFERENCES IN FILE
CAPLUS (1907 TO DATE)

7105 ANSWERS  CAPLUS COPYRIGHT 2024 ACS on STN
Yeast strains engineered to produce ethanol from glycerol

1376422-16-0  1376422-18-2  1376422-19-3  1376422-22-8 — ZZ3158kH ¢
1376422-24-0  1376422-26-2  1376422-37-5 1376422-38-6 — ZZ3/I5#kH ¢
1376422-39-7  1376422-40-0 1376422-41-1  1376422-42-2  1376422-43-3
1376422-44-4  1376422-45-5 1376422-46-6  1376422-47-1
RL: BSU (Biological study, unclassified); PRP (Properties); BIOL
(Biological study)

RN 1376422-22-8
CN Dehydrogenase, alcohol

FS  PROTEIN SEQUENGE---

SaL 870

SEQ MSTQQTMTVD EHINQLVRKA---
MF 4

(Entamoeba histolytica
strain HM-1TMSS gene ADH2)

RN 1376422-38-6
CN Dehydrogenase, alcohol
(Escherichia coli strain

1 H

(amino acid sequence; yeast strains engineered to produce ethanol from
glycerol)

7105 ANSWERS  CAPLUS COPYRIGHT 2024 ACS on STN
Preparation of recombinant yeast strains with altered glycolytic
metabolism pathways for enhanced production of ethyl acetate and
isopropanol from acetyl coenzyme A
9027-46-7P, Acetyl coenzyme A acetyltransferase
[sopropanol dehydrogenase
RL: BPN (Biosynthetic preparation); CAT (Catalyst use); BIOL (Biological
study) ; PREP (Preparation); USES (Uses)
(induction of; preparation of recombinant yeast strains with altered
glycolytic metabolism pathways for enhanced production of Et acetate and
isopropanol from acetyl GoA)

60382-74-3P

HOW MANY MORE ANSWERS DO YOU WISH TO SCAN? (1) :END
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K12-MG1655 gene adhE)
FS  PROTEIN SEQUENCE:--
SQL 891
SEQ
MF  Unspecified
1 REFERENCES IN FILE
CAPLUS (1907 TO DATE)

MAVTNVAELN ALVERVKKAQ---

— BSE#HL L

RN 60382-74-3
CN Secondary alcohol

dehydrogenase
MF  Unspecified
Gl COM, MAN

343 REFERENCES IN FILE
CAPLUS (1907 TO DATE)




ﬂé% . SEQLINK EXACT o<~ FTRIZFHNEZ VNV BLEDTRET H5HE

L7 3676 ANSWERS  REGISTRY COPYRIGHT 2024 ACS on STN
IN Protein (Triticum aestivum gene TaCAD12 disease resistance-related)

SQL 371
MF  Unspecified
CI  MAN

*+RELATED SEQUENCES AVAILABLE WITH SEQLINK+x

*+* STRUCTURE DIAGRAM IS NOT AVAILABLE sk
w%k USE "SQD" OR "SQIDE’ FORMATS TO DISPLAY SEQUENCE sk

HOW MANY MORE ANSWERS DO YOU WISH TO SCAN? (1):5

L7 3676 ANSWERS REGISTRY COPYRIGHT 2024 ACS on STN
IN Dehydrogenase, S—formylglutathione (Pseudomonas aeruginosa strain P072206)

SQL 369
MF  Unspecified
CI  NAN

*+*RELATED SEQUENCES AVAILABLE WITH SEQLINKs

sk STRUCTURE DIAGRAM IS NOT AVAILABLE ot
sk USE "SQD" OR "SQIDE" FORMATS TO DISPLAY SEQUENCE

HOW MANY MORE ANSWERS DO YOU WISH TO SCAN? (1) :END

=> FILE REGISTRY — REGISTRY Z7 14 ILIZAS

=> SEQ L2 — 12 BREMRE) THRONEZINOEEFTEDE IO EEZET S
L6 13527 SEQLINK EXACT L2

=> S L6 NOT L2 — SEQLINK EXACT av> FTRSALEIZHEDZ /YO &

L7 3676 L6 NOT L2

=> D SCAN — SCAN ZFRHBATEY FLEZ /IO EERZT S

TI  Modified microorganisms and methods of co-producing butadiene| CN 134: PN: W02013192183 SEQID: 137
1-propanol and/or 1, 2-propanediol unclaimed DNA

[T 1519086-52-2  1519086-53-3 1519086-54-4  1519086-55-5 14 4  con wan -

1519087-8

=> FILE CAPLUS — CAplus Z 74 INIZA B

= S L7 — SEQLINK EXACT 3 v> FTREALEIZFHED S /Y0 BHFES SN 7-XiHE
L8 1314 L7

=> S L8 NOT L4 — 4 TRoALAEZES

L9 612 L8 NOT L4

=> D SCAN TI HITIND — SCAN ZFRBRATEA FILEEY FLEESIFHET S

L9 612 ANSWERS ~ CAPLUS COPYRIGHT 2024 ACS on STN RN 1519087-85-4

~

2-1  1519087-83-2  1519087-84-3  1519087-85-4 2 REFERENCES IN FILE
1519087-86-5  1519087-87-6  1519087-88-7  1519087-89-8 1 CAF™RN 1519088-03-9
1519087-91-2  1519087-92-3  1519087-93-4  1519087-94-5  1519087-95] ON 152: PN: W02013192183 SEQID: 155
1619087-96-7  1519087-97-8  1519087-98-9  1519087-99-0  1519088-00 , _ “”ﬁ!}:égg?f?gﬁ
1519088-01-7  1519088-02-8  1519088-03-9  1519088-04-0 Gl CON MAN
RL: PRP (Properties) 2 REFERENCES IN FILE
(unclaimed nucleotide sequence; modified microorganisms and methods CAPLUS (1907 TO DATE)

co-producing butadiene with 1-propanol and/or 1, 2-propanediol)
\HOW MANY MORE ANSWERS DO YOU WISH TO SCAN? (1) :END

/
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[32E 2] Immunoglobulin G (IgG) A BEE5T 57 LILF—IZET HXEER

BREDRN
@ CA Lexicon THiHliEDOMEE - BRI % @ BE
1. IgG L1 - B'BEK) 1.1eG D#HFIFE x FLILXF—DHFIZE (L5)
2. FLILF— (L2 : B T ®| 2.1gG D#HHIE x FLLX—DBEME (L6)

3. FLILX—D#HIFEE x 1gG OBEME L7
4. 1~3 Z—2IFéEHB

@ CA Lexicon THIHIFEDOTE:E - SRR %K
=> FILE CAPLUS

=> SET EXP CONT — F BEZEETIT ST SRE
SET COMMAND COMPLETED (SET EXPAND CONTINUOUS)

(1. IgG DFHFFEDOHED - BRIXER]
=> E IMMUNOGLOBULIN G/CT — B DUVEZEE EXPAND 935

E#  FREQUENCY AT TERM

E1 0 2 IMMUNOGLOBULIN FV FRAGMENT/CT

E2 4361 20 IMMUNOGLOBULIN FV FRAGMENTS/CT

E3 131028 308 —-> IMMUNOGLOBULIN G/CT — #RHIEEIE  TImmunoglobulin G
E4 0 2 IMMUNOGLOBULIN G (234-PROLINE, 303-GLUTAMINE), ANTI-(HU

MAN ONCOSTATIN M RECEPTOR SUBUNIT B) (HUMAN MONOC
LONAL KPL-716 I -CHAIN), DISULFIDE WITH HUMAN MON
OCLONAL KPL-716 A-CHAIN, DIMER/CT

E5 0 20 IMMUNOGLOBULIN G (L) B-PROPIOLACTONE-MODIFIED/CT
=> E E3+ALL — BFEa— R HALL FO/FTERT B
E.27 52872 BT2 Globulins/CT
E28 362555 BT1 Antibodies and Immunoglobulins/CT / | ERFU—/—F
E29 131028 —->  Immunoglobulin G/CT
HNTE Valid heading during volume 146 (2007)

______ topresent. .

E30 OLD ?g‘é}lé?dies and Immunoglobulins (L) -
. . OLD : IB#RHIZE

E31 OLD Antibodies and Immunoglobulins (L)

FERKIT& o THFIFEN

IgG, complexes/CT 2L 214455

E32 i OLD Antibodies and Immunoglobulins (L) |
' IgG, conjugates/CT |

E33 i OLD Antibodies and Immunoglobulins (L) i
| IgG, reaction products/CT !

E34 i OLD Globulins, immune (L) G/CT !

E35 ! OLD Immunoglobulins (L) G/CT !

E36 t OLD Immunoglobulins (L) G, complexes/CT !

E37 ' OLD Immunoglobulins (L) G, conjugates/CT ,

E38 ! OLD Immunoglobulins (L) G, reaction '
T products/CT i

E39 UF  Asceniv/CT

E40 UF  Bioven Mono/CT

E41 UF  Bivigam/CT

E42 UF  Carimune/CT

E43 UF  Carimune NF/CT

E44 UF  Cutaquig/CT
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=> QUE E29+NT, PFT
QUE " IMMUNOGLOBULIN G”+NT, PFT/CT

L1

[2. ZLUAX—DIFHEDHESR -

=> E ALLERGY/CT

E#  FREQUENCY
E321 0
E322 0
E323 61607
E324 0
E325 0
> E E323+ALL
E342 8806
E343 61607
E344

E345 133
E346

E358 1
E359 0
E360 0
E361 4
E362 188
E363 2448
E364 1
E365 355
E366 67

=> QUE E343+NT, PFT
QUE ALLERGY+NT, PFT/CT

L2

NT1
NT1

NT1

Dinutuximab/CT
Evolocumab/CT

\

Immunoglobulin G1/CT

Abrezekimab/CT
Adal imumab beta/CT
Aducanumab/CT

Alnuctamab/CT

Alirocumab/CT '

Amivantamab/CT
Anifrolumab/CT
Anrukinzumab/CT
Ansuvimab/CT
Atezol izumab/CT
Atoltivimab/CT
Atrosab/CT

E111 LA Immunoglobulin G1 D T HIEE

- CA Lexicon IZ[XEBIBEDESVEFE
tEMELEEND,

- La—F# 0 rERTSINDBH., /CT
T4—ILRTHRET SHE CAS RN® (24D
BRENETSINTRZEEZR/DIIENTES

Bamlanivimab/CT
Bapineuzumab/CT
Barecetamab/CT
Batoc|imab/CT
Bavituximab/CT
Belantamab/CT

Avelumab/CT i

@o—

“—

AT
2 ALLERGOSIS/CT
20 ALLERGOVIT/CT
88 —> ALLERGY/CT

TERM

QUE [FERRXZESaTUr
- L1 [ZEZETEECERR
- THIEE (NT) LIB#EHIZEE (PFT) Z28HTHRE

o)

BODUEEE EXPAND 58

2 ALLERGY (L) ALLERGIC ASTHWA/CT
2 ALLERGY (L) ALLERGIC CONJUNCTIVITIS/CT

“—

EFEI— R HALL #D/fTEET S

BT1 Hypersensitivity/CT
—> Allergy/CT
HNTE Valid heading during volume 1 (1907) to
present.
OLD Disease (L) allergic/CT
OLD Sensitization/CT
UF  Allergic condition/CT
NT1 Acute allergic mucoid otitis media/CT
NT1 Acute allergic sanguinous otitis media/CT
NT1 Acute allergic serous otitis media/CT
NT1 Allergic cutaneous vasculitis/CT
NT1 Allergic eye disease/CT
NT2 Allergic conjunctivitis/CT

NT3 Angelucci syndrome/CT

NT2 Al

lergic rhinoconjunctivitis/CT

NT3 Seasonal allergic

— £343 (Allergy) & €D THizE
BFET SEH

rhinoconjunctivitis/CT

WD), 1B##ZE (PFT) 54T
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@ CAplus 274 - BZE

=> SET PLU ON; SET ABB ON; SET SPE ON — HEHE, B, O RBRTOEYENLGEF
SET COMMAND COMPLETED BBHICEH THRFT E%
: (CAS STNext @ Settings THRETEE)

(1. IgG O#HE x FLLE—DOHHNEDOER]

= 8 L1 — Bfzt L] #F79 8
L3 262385 “IMMUNOGLOBULIN G”+NT,PFT/CT (286 TERMS)

=> S L2 — Bffs L2 #FT79 8
L4 94816 ALLERGY+NT,PFT/CT (60 TERMS)

=> S L3 AND L4 *—————

AND TR—La—FaIZ[RETS

L5 6743 L3 AND L4

[2. g6 D#FIE x FLILF—DBEHE DER]

=> S L3 (L) (ALLERG? OR ANAPHYLAX? OR ANAPHYLACT?) @&—
L6 5006 L3 (L) (ALLERG? OR ANAPHYLAX? OR ANAPHYL

) MAERREOBREBHRE
' (L) TRI—%R5IHICRET S

[3. ZFLALX—D#HMHE % 1sG OEBHE OHEE]

=> S 14 (L) (IMMUNOGLOBULIN G# OR 1GG#)
L7 753 L4 (L) (IMMUNOGLOBULIN G# OR IGG#)

[4. L5, L6, L7 % OR 'EE T 5]

=> S L50RL6OR LY — EEF—DICEFLHB

L8 8666 L5 OR L6 OR L7

=> D SCAN TI HITIND — SCAN TI HITIND ZF=EAXTHEELE Y FLE
FEDAZKFT S

L8 8666 ANSWERS  CAPLUS COPYRIGHT 2023 ACS on § |5 ©Ewhk
Tl Fecal IgA, antigen absorption, and gut microbio| .16 OHHIE x FLLX—DHEE (L5)
composition are associated with food antigen se

in genetically susceptible mice
IT Allergy
Anaphylaxis
Arachis hypogaea

Juglans regia
Lymph node
Microbiome
Milk
Peanut
Walnut
(fecal IgA, antigen absorption, and gut microbiome compn. are assocd
with food antigen sensitization in genetically susceptible mice)
IT Antigens
CD3 antigens
CXC chemokine receptor CXCR5
Immunoglobulin A
Immunoglobulin E
Immunoglobulin G1
Immunoglobulin G2a
Ovalbumins
RL: BSU (Biological study, unclassified); BIOL (Biological study)
(fecal IgA, antigen absorption, and gut microbiome compn. are assocd
with food antigen sensitization in genetically susceptible mice)

HOW MANY MORE ANSWERS DO YOU WISH TO SCAN? (1):20 <« £MT 20 #DLI— FFHZTT S



L8 8666 ANSWERS  CAPLUS COPYRIGHT 2023 ACS on STN L5 & L7 TEwhk
Tl Linear Epitopes Play an Important Role in the Immunogl{ -1o6 O##IE x FLILX—D#HE (L5)
(IgG) /Immunoglobulin E (IgE)-Binding Capacity of Scy p| - ZL L X—D##IE x 1gG BHE (L7)

IT Allergy

Blood serum

Diagnosis

Epitopes

Food processing

Litopenaeus vannamei

Penaeus monodon (L) CRI—%FSIHIZRETES

Scylla paramamosain

Shellfish /
(linear epitopes play important role in IgG (IgG
)/1gE (IgE)-binding capacity of Scy p 4)

IT Amino acids
Immunoglobulin E
Immunoglobulin G
Peptides
RL: BSU (Biological study, unclassified); BIOL (Biological study)
(linear epitopes play important role in IgG (IgG)/IgE (IgE)-binding
capacity of Scy p 4)

L8 8666 ANSWERS  CAPLUS GOPYRIGHT 2023 AGS on STN L6 TEwk
Tl Sublingual immunotherapy for peanut allergy: Long-term| .1o6 O#i%IE x FLLX—DBEMBEE (L6)
follow—up of a randomized multicenter trial
IT Immunoglobulin E
Immunoglobulin G4
RL: BSU (Biological study, unclassified); BIOL (Biological study)
(sublingual immunotherapy for peanut allergy)

L8 8666 ANSWERS  CAPLUS GOPYRIGHT 2023 ACS on STN L5 TEwvk
Tl Method and application of antibodies against fibroblast -1gG DFHHE x FLLX—DHEIE (L5)
growth factor receptor 2b in treatment of gastric cancer

gastroesophageal junction adenocarcinoma

IT Allergy
Anemia
Antitumor agents EwvbkL7= CAS RN® [& Immunoglobulin G1 DT ETHY. RSIEEDE
Antiviral agents BELEYWE., /CT J4—ILKTHRFELEIET CASRN® [CEEZBRENETESNE
Biomarkers
CD4-positive T cell E29 131028 -=> Immunoglobulin G/CT
Cancer diagnosis : )
Cancer immunotherapy E110 31963 NT1 Immunoglobulin G1/CT
Chemotherapy E120 0 NT2 Atezolizumab/CT — 1380723-44-3
C E121 0 NT2 Atoltivimab/CT
Vomiting . E122 0 NT2 Atrosab/CT
(antibodies againsy E123 0 NT2 Avelumab/CT — 1537032-82-8

the treatment of g4
adenocarcinoma)

IT 1952272-74-0, Bemarituzumab
RL: ADV (Adverse effect, including toxicity); PAC (Pharmacological
activity); PKT (Pharmacokinetics); THU (Therapeutic use); BIOL/(Biological
study); USES (Uses)
(antibodies against fibroblast growth factor receptor 2b (FGFR2b) for
the treatment of gastric cancer and gastroesophageal junction
adenocarcinoma)
IT 1374853-91-4, Pembrolizumab  1380723-44-3,
Atezolizumab  1428935-60-7, Durvalumab  1537032-82-8
, Avelumab  1801342-60-8
RL: THU (Therapeutic use); BIOL (Biological study); USES (Uses)
(antibodies against fibroblast growth factor receptor 2b (FGFR2b) for
the treatment of gastric cancer and gastroesophageal junction
adenocarcinoma)




L8
Tl

L8
Tl

L8
Tl

8666 ANSWERS  GAPLUS COPYRIGHT 2023 ACS on STN L5 & L6 TEwk
Improvement of exertional dyspneoa in patients with | .j;q D#%IE x FLLE—OHEE
obstructive pulmonary disease and severe allergic as| .|gq D#E%IE x FLLX—OEHEE

(L5)
(L6)

responding to omalizumab
Allergic asthma
(severe; improvement of exertional dyspneoa in patients with chronic
obstructive pulmonary disease and severe allergic asthma responding to
omal i zumab)
242138-07-4
RL: PAC (Pharmacological activity); THU (Therapeutic use); BIOL
(Biological study); USES (Uses)
(improvement of exertional dyspneoa in patients with chronic
obstructive pulmonary disease and severe allergic asthma
responding to omalizumab)

8666 ANSWERS  CAPLUS COPYRIGHT 2023 ACS on STN L7 TbEwvk

Anaphylaxis induced by Thalassophryne nattereri venol . 7L ¥—0#4IE x 16 BHE (L7)

is an IgE/lgGl-mediated, IL-4-dependent phenomenon

Anaphylaxis

Thalassophryne nattereri

Venoms
(effects of Thalassophryne nattereri venoms on allergenic proteins
which trigger allergic process, phenomenon IgE/IgGl
—-dependent, IL-4-mediated and neg. regulated by IFN-¥ in mouse

8666 ANSWERS  CAPLUS COPYRIGHT 2023 ACS on STN L5 TEwhk
From Genotypes of Immunoglobulin Constant Heavy G Ch| .1,q p#i#IE x 7L ILE—DH#HE
(GM) Genes (IGHG) to Phenotypes in Childhood Asthma

(L5)

Alleles
Allergic asthma
Allotypes (immunological)
B cell
CD8-positive T cell
Child development
Eosinophi l
Genotypes
Haplotypes
Homozygosity
Human
Human chromosome 14
Phenotypes
(genotypes of Ig const. heavy G chains (Fc ¥ ) (GM) genes to
phenotypes in childhood asthma)
Immunoglobulin A
Immunoglobulin E
[mmunoglobulin G1
Immunoglobulin G2
Immunoglobulin G3
Immunoglobulin M
Immunoglobulin 7 -chains
Interleukin 10
Interleukin 13
Interleukin 4
Transforming growth factor B
RL: BSU (Biological study, unclassified); BIOL (Biological study)
(genotypes of Ig const. heavy G chains (Fc y) (GM) genes to
phenotypes in childhood asthma)

HOW MANY MORE ANSWERS DO YOU WISH TO SCAN? (1) :END




CA Lexicon K<{HBHZHR

Q1. => SET EXPAND CONTINUOUS T E BEEZEH{A 5 ITHREICLI=A. ChEEERT SHIC
(=g

A1l. => SET EXPAND RENUMBER & A 1L TLFZELY,

Q2. E FSH E999 FTELT, BERTEGLoT,

E998 475 NT1 T-complex proteins/CT
E999 397 NT1 TIR domain-containing adaptor molecules/CT
sxxx HIGHEST E# VALUE ASSIGNED sk

=> E ANTIBODY/CT
E#  FREQUENCY AT TERM
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=> E PROTEINS+NT/CT
TOO MANY TERMS RESULTING FROM "PROTEINS’ - EXPAND ENDED

=> E_PROTEINS+NT1/CT °\| +NT1 FEBRTER
E1 1774623 --> Proteins/CT
NOTE A class of macromolecules composed of 51 or more amino acid

monomers |inked together by peptide bonds between adjacent

amino
acids into linear, branched, or cyclical structures. Peptides
are composed of 50 or fewer amino acids. Oligopeptides are
composed of 2-20 amino acids

E2 130 NT1 43-kDa Receptor-associated protein RAPsyn/CT

E3 10 NT1 ARL14 effector protein/CT

E4 28  *xNT1 ATPase-inhibiting proteins/CT

E5 1 NT1 Abductins/CT

E6 207 NT1 Abnormal spindle-like microcephaly-associated protein/CT

E7 303 *xNT1 Acidic proteins/CT

E8 414  *xNT1 Actin-related proteins/CT

E9 568 *xNT1 Adhesive proteins/CT

E10 8 NT1 Adipogenesis regulatory factor ADIRF/CT

E11 539  *xNT1 Albuminoids/CT

E12 162657  **NT1 Albumins/CT
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